
logo MTEKPQI
L INCSFPNEASLYMAYMPFVKGGGLF IRTQHVYSLGQSLELSVKLLNENEPYLVTGKIVW ITPKGAQGNKPPGVGIQFT

NTDB id 43661 LP12 RS06630 WP 010947130.1 MTEKPQIINCSFPNEASLYMAYMPFVKGGGLFIRTQHVYSLGQSLELSVKLLNENEPYLVTGKIVWITPKGAQGNKPPGVGIQFT 85
NTDB id 1275 LPP RS06810 WP 025519545.1 MTEKPQLINCSFPNEASLYMAYMPFVKGGGLFIRTQHVYSLGQSLELSVKLLNENEPYLVTGKIVWITPKGAQGNKPPGVGIQFT 85
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logo GENSRYLCNKI ETYLAGMLKSCQVTDTI
NTDB id 43661 LP12 RS06630 WP 010947130.1 GENSRYLCNKIETYLAGMLKSCQVTDTI 113
NTDB id 1275 LPP RS06810 WP 025519545.1 GENSRYLCNKIETYLAGMLKSCQVTDTI 113
NTDB id 1261 GCO85 RS07110 WP 025519545.1 GENSRYLCNKIETYLAGMLKSCQVTDTI 113
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