
logo MI
KRFNLCTAAVGS IVALALGSGSASAVI

VAAPSTAMPSLVDMYGSKNNLKQFSKIDELAMETTSGYYDMVKQYHDAQAKQIDTI
V
I
KFNQW

YSGETPRGDTYHN
NTDB id 43605 VCA1004 RS07085 WP 086983721.1 MKRFNLTAVSIALALGSASVIAAPSMPSLDMYGSKNLKFSKIDLAMETTSGYYDMVQYHDAAQIDIIFNQYSGERGDTYH 80
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGA.AVAAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYN 79
consensus ! !!!!*! *!!!! !* *!!!* !!*!!!!! !! !!!!*!!!!!!!!!!!!! !!! ! ! * !!!*!! *!!!!*

logo IYFDDGNVKVATGAP I STGGSKQTTASTFADYGPQGGLVYQMAE I EACDANTGCSTKSTDQAPAYEP I
L
S
TIADTDGSHLAKPLTMNVDPNNKSTYNTDPNSTV

NTDB id 43605 VCA1004 RS07085 WP 086983721.1 IYFDDNKVATGPISGSKTTASFAYPQGGVYQMAIEACDANGCTKTQAYPLSIADTDGSHLAPLTMNVDPNNKSYNTDPNT 160
NTDB id 1298 VP RS15510 WP 005482861.1 IYFDGVKVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSV 159
consensus !!!! !!!!!*!*! !!!*! !*!!!*!!! !!!!!! !!*!* * ***!!!!!!!!! !!!!!!!!!!!*!!!!!

logo VMVGTYFVEWGIYEGRANYTVDNLMPADNLTHI LYGF IP ICGPNESLVKSVGGNSFNALQTACKRGVPDYEHVVIHDPWAAYQKSFKP
NTDB id 43605 VCA1004 RS07085 WP 086983721.1 VVGTYFVEWGIYERAYTVDNLPADNLTHILYGFIPICGPNESLKSVGGNSFNALQTACKGVPDYHVVIHDPWAAYQKSFK 240
NTDB id 1298 VP RS15510 WP 005482861.1 VMGTYFVEWGIYGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFP 239
consensus !*!!!!!!!!!! ! !!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!*

logo QAGHEYDSTP IKGNFYAGML
MMALKQRNPDELKI IVPS IGGWTLSDPFFYDSFTVDNKAKNRDI

TFVASVKKTFLKTTWKFFYDGVDIDWEFPGG
NTDB id 43605 VCA1004 RS07085 WP 086983721.1 QAGHEYDTPIKGNFGMMMALKQRNPELKIVPSIGGWTLSDPFFSFTDKAKRDIFVASVKTFLTTWKFFDGVDIDWEFPGG 320
NTDB id 1298 VP RS15510 WP 005482861.1 QAGHEYSTPIKGNYAMLMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGG 319
consensus !!!!!! !!!!!!**!*!!!!!!!!*!!!*!!!!!!!!!!!!* ! !! !! !!!!!! !! !!!!*!!!!!!!!!!!!

logo GGAEANADNKLGDPVKNDGPAYVALMRELRAMLDELEAENTGKRETYELTSAIGVGYDKI
LEDVNYADAAVQYMDYI FAMTYDFYGGWNN

NTDB id 43605 VCA1004 RS07085 WP 086983721.1 GGENANLGDPVKDGPAYVALMRELRAMLDELEAENGKEYELTSAIGVGYDKLEDVNYADAAQYMDYIFAMTYDFYGGWNN 400
NTDB id 1298 VP RS15510 WP 005482861.1 GGAAADKGDPVNDGPAYVALMRELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNN 399
consensus !! ! !!!! !!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo VPTGHQTALYCGSFMRPGQCDGSGVDEENGEVAPYKGPAYTATDNAGIKQI
LLLAEQGVPANKLVLVGATAMYGRGWDEGVMTPDESTLTDVAPNSDP

NTDB id 43605 VCA1004 RS07085 WP 086983721.1 VTGHQTALYCGSFMRPGQCDGSGVDEEGVPYKGPAYTTDNAIKILLEQGVPANKLVVGAAMYGRGWDGVMPESLTVASDP 480
NTDB id 1298 VP RS15510 WP 005482861.1 VPGHQTALYCGSFMRPGQCDGSGVDENGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDP 479
consensus !*!!!!!!!!!!!!!!!!!!!!!!!! ! *!!!!!!! !!*! *!! !!!!!!!!!*! !!!!!!!*!! !**!! * !!

logo MTGTAGNTGKLKTGSTKTAEQGVWEADGVIDYKGIKSFTML
MGAPNGNNTGINGFELYGYDAEQAEAAPWAVWNRTNTGEKL IVTFDDNDHRSVI

LAKGQSYAV
NTDB id 43605 VCA1004 RS07085 WP 086983721.1 MTGTGNGKLTGTKEQGVWEAGVIDYKGIKSTMMGPNGNGINGFELGYDEQAEAAWAWNRTNGKLVTFDNDRSVIAKGQYV 560
NTDB id 1298 VP RS15510 WP 005482861.1 MTGTATGKLKGSTAQGVWEDGVIDYKGIKSFMLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYA 559
consensus !!!!* !!! !* !!!!! !!!!!!!!!! !*!*! !!!!!! !!! !!!!*! !!!! ! !*!!! *!!!*!!! !



logo

K
RSLGLAGLFSWE IDADNGDI LNAMHEGLMAGEGVTVPQPNRVKTPTAAHAGAVDKQSTVTVGPASVEVLDGSAQSKSDRSDNGSTIATSYAQWETQTVSG

NTDB id 43605 VCA1004 RS07085 WP 086983721.1 RSLGLAGLFSWEIDADNGDILNAMHEGLAGEVT...NVTPTAHAGVDKTVVGPASVELDGSASSDRNGSITSYQWTQTSG 637
NTDB id 1298 VP RS15510 WP 005482861.1 KSLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQPNRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSG 639
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!!*!! ! ***! !!!*!! ! *! !!!!! !!!! ! ! !*! !! ! ! !!

logo

Q
TAVTVI

L
A
Q
G
N
A
P
N
T
A
TAKATGSFDAIADEVTAVETEQQTL ITFKSLTVTDNEGATADSTDLTVVI

VTVKNPAMGSTVVADPDVNNTAPVAKQLVSVAPASETAVNAGDSVVTVVD
NTDB id 43605 VCA1004 RS07085 WP 086983721.1 QAVTIQNPTAAKTGFDIDEVTATQTLIFSLTVTDNEGATDTDTVVITVNPMST.APDNTAPVAKLSAPSEVNAGDSVTVD 716
NTDB id 1298 VP RS15510 WP 005482861.1 TAVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATASDLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVD 719
consensus !! * * !! !! !!! ! ! !!!!!!!!!! *! !!*!! ! * ! ! !!!! * !! !!!! ! !!

logo ASAGSSDADEGNDPTLTFYNTWI
TLPQSGI

L
N
T
A
G
TVN

SGSKS IVHTFTAASEYEPQDTSTLSTFSTVSTVNSDGEKALSTSQSASTATSTVVVALKQHTSTGTDNPVDNPDPGPTCDN
NTDB id 43605 VCA1004 RS07085 WP 086983721.1 ASGSSDAEGDPLTYTWILPSGITG..SGSSIHFTASEYEQDTTLTFSVTVNDGELTSQATTSVVVLKTSGNVDPDPTCDN 794
NTDB id 1298 VP RS15510 WP 005482861.1 ASASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLSFTVSVSDGKASSSASATVVVAQHTTDPN.PGTCDN 798
consensus !!*!!!!* !*!!* ! !! !* *** !! **!!! !!*!!!*!*!*!*! !! *! !* *!!! ** * ***!!!!

logo AWDASAVYTGGDNQVTHLAEGKVLTW
YEAKWWTKQGDEDNPSTKQSTGEWGVWKENLVGAVANTCHN

NTDB id 43605 VCA1004 RS07085 WP 086983721.1 AWDASAVYTGGDQVTLEGVLYEAKWWTKGENPTQTGEWGVWKNLGAATCH 844
NTDB id 1298 VP RS15510 WP 005482861.1 AWDASAVYTGGNQVTHAGKTWEAKWWTQGDDPSKSGEWGVWKEVGVANCN 848
consensus !!!!!!!!!!! !!!* ! *!!!!!! !* !* *!!!!!!! *! ! !*

X non conserved

X similar

X ≥ 50% conserved


