
logo MKAFFNDPFTPFGKWLSQPFYVHGLTFLLLLSAVI FRPVLDYI EAGSTSRFDHETI EYNELAKVKSRSELLHQQKI LTSLQQQSESRKLSPE
NTDB id 43602 HIB RS02870 WP 015701648.1 MKAFFNDPFTPFGKWLSQPFYVHGLTFLLLLSAVIFRPVLDYIEASTRFDETEYELAKKSSELLHQQKILTSLQQQSESRKLSPE 85
NTDB id 1371 NTHI RS02655 WP 011272048.1 MKAFFNDPFTPFGKWLSQPFYVHGLTFLLLLSAVIFRPVLDYIEGSSRFHEIENELAVKRSELLHQQKILTSLQQQSESRKLSPE 85
NTDB id 1345 HI 0437 AAC22096.1 MKAFFNDPFTPFGKWLSQPFYVHGLTFLLLLSAVIFRPVLDYIEGSSRFHEIENELAVKRSELLHQQKILTSLQQQSESRKLSPE 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!*!*!*!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo LAAQI IPLNKQIQRLAARNGLFSQHLRWEMGQKP I LHLQLTGHFEKTKTFLSTALLANSLSQLSVSRLQFMIKPEDGNSPLQTE I I FQLDK
NTDB id 43602 HIB RS02870 WP 015701648.1 LAAQIIPLNKQIQRLAARNGLFQHLRWEMGQKPILHLQLTGHFEKTKTFLTALLANSLQLSVSRLQFIKPEDSPLQTEIIFQLDK 170
NTDB id 1371 NTHI RS02655 WP 011272048.1 LAAQIIPLNKQIQRLAARNGLSQHLRWEMGQKPILHLQLTGHFEKTKTFLTALLANSSQLSVSRLQFIKPEDNPLQTEIIFQLDK 170
NTDB id 1345 HI 0437 AAC22096.1 LAAQIIPLNKQIQRLAARNGLSQHLRWEMGQKPILHLQLTGHFEKTKTFLSALLANSSQLSVSRLQFMKPEDGPLQTEIIFQLDK 170
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!*!!!! !!!!!!!!!!!!

logo ETK
NTDB id 43602 HIB RS02870 WP 015701648.1 ETK 173
NTDB id 1371 NTHI RS02655 WP 011272048.1 ETK 173
NTDB id 1345 HI 0437 AAC22096.1 ETK 173
consensus !!!
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