
logo MHKLNGKNQGVKALGVKNSAVFRTLSATLTASCLML
MAFNSSYAAVDCAGPLDELVWDSTASAKVYNGGADQVQHQEGNSAYKSAKRYWTQGNDNNSPAKDQAGQWGAEWAE

NTDB id 43577 VCASEI RS13575 WP 089110257.1 MKNGQVKLGKNAFRLSALTASCMMAFSSYAAVDCGPLDLWDTAAVYNGGAQVQQEGSAYSAKYWTQGDSPKDAGQWGAWA 80
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQAGQWGEWE 80
consensus !* * ! ! ! !! !!!!!**!! !!!!!!!*!!**!!* !!!!! !!!*!! !! !*!!!! ! !!!!! !
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VGQSTSAPF ISASTWTATVAEG
NTDB id 43577 VCASEI RS13575 WP 089110257.1 LVDACST....DVVTNEAPTVDLTSPTTSTSLTEDDEVTLTANATDSDGTIARVDFLVDGDVIGQSTSAPFSATWTAVAG 156
NTDB id 1300 VP RS19160 WP 005479129.1 SLGACDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEG 160
consensus * !! ****!** !! !!! !! !* ! !*! * ! ! ! ! !*!!!! *!*! !!! **!!!!!!!! !*!!! !

logo

T
VHAEFSSTI

K
A
SYDDNAEGAQVSTAQSSTVTLETI

V
A
Q
M
S
S
VQTDPGTNEQAPSTVDSVALSASSTS IVETLGEGTVVTLTANTAADASDGSTI

V
A
DKVDFYVAGGASLAVGT

NTDB id 43577 VCASEI RS13575 WP 089110257.1 THAFSSIAYDNEGAQSTQSTVTLEVQMSQTDTNQAPSVSVALSSSSVTLGEVVTLTATAADSDGTVDKVDFYVGGSLVGT 236
NTDB id 1300 VP RS19160 WP 005479129.1 VHEFSTKSYDDAGAVSTASSVTLTIASVQ.PGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGT 239
consensus ! !!* !! !! !! !*!!! * !** ! !!*! !!!! *!* !! !!!!! !!! !!** !!!!!!*! ! !!
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TASTLQTVNTGSDGQAPVAASNTCHRPDGLYQTETGVDNVPYCNSAIYDEEGREKLMGA
NTDB id 43577 VCASEI RS13575 WP 089110257.1 VASSPYTLNYTTTQTGSVSVFAKATDNEGATTDSATASLQVTSDQPVAATCHPDGLYQTEGVNVPYCNAYDEEGRELMGA 316
NTDB id 1300 VP RS19160 WP 005479129.1 ATAAPYTLDVTPSKAGALAVYAKATDNAGASTDSAIATLTVNG.GAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGA 318
consensus !!!! !** ! * !*!!!!!! !!*!!!! !*! ! * *!! !*!!!!!!! !! !!!! !!!!!!! !!!

logo DHPRRVIGYFTSWRAGDDNDPQASATYLVKDIPWEQLTHINYAFVS IGSDGKNVNI
VGDVNDPENNAATVGKTWPGVDEVDPETLGFKGH

NTDB id 43577 VCASEI RS13575 WP 089110257.1 DHPRRVIGYFTSWRAGDNDQAAYLVKDIPWEQLTHINYAFVSIGSDGNVNIGDVNDPENAAVGKTWPGVDVDPELGFKGH 396
NTDB id 1300 VP RS19160 WP 005479129.1 DHPRRVIGYFTSWRAGDDPQSTYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGH 398
consensus !!!!!!!!!!!!!!!!! *! !!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!! !!! !!!!!!!*!!! !!!!!!

logo FGALATYKEQKRHYDGVKTL I S IGGWAETGGHFADATDNGDSRVADGGFYTMTTNADGS INHAAGI EKFAADSAVELMMRKYKFDGLDIDY
NTDB id 43577 VCASEI RS13575 WP 089110257.1 FGALATYKERYGVKTLISIGGWAETGGHFATDGSRVADGGFYTMTTNADGSINHAAIEKFADSAVELMRKYKFDGLDIDY 476
NTDB id 1300 VP RS19160 WP 005479129.1 FGALATYKQKHDVKTLISIGGWAETGGHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDY 478
consensus !!!!!!!! ** !!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!*!!!!!!!!!!!!!

logo EYPTSMAGAGNPYDKDFMEPRREQHYLWASYQELMKVLREKLVDARASAEAQDDGNTHYYMLTIAAPSSGYLLRGMETFDVTKYLDYVN
NTDB id 43577 VCASEI RS13575 WP 089110257.1 EYPTSMAGAGNPYDKDFMEPRREHLWASYQELMKVLREKVDRASEADDNYYMLTIAAPSSGYLLRGMETFDVTKYLDYVN 556
NTDB id 1300 VP RS19160 WP 005479129.1 EYPTSMAGAGNPYDKDFMEPRRQYLWASYQELMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVN 558
consensus !!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!*! !! ! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo IMS
TYDLHGAWNDHVGHNAALFYDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTG

NTDB id 43577 VCASEI RS13575 WP 089110257.1 IMTYDLHGAWNDHVGHNAALYDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTG 636
NTDB id 1300 VP RS19160 WP 005479129.1 IMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTG 638
consensus !!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GDNGLWGRAALLPNQASECQSEPGTGEGEKNNCGHNGAIG IDNMWHDLTDPKQGNREMGAGSNPMWHAKNLEKGIWGSYADQAYGLDPQV
NTDB id 43577 VCASEI RS13575 WP 089110257.1 GDNGLWGRAALLNQSECSEGTGEGEKNNCGHGAIGIDNMWHDTDPKGNEMGAGSNPMWHAKNLEKGIWGSYADAYGLDPQ 716
NTDB id 1300 VP RS19160 WP 005479129.1 GDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWHDLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPV 718
consensus !!!!!!!!!!!*!! !! *!!!!!!!!!!!*!!!!!!!!!!! !! ! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!

logo NDPSTDAKLTVGTYTRHNYDESMVAVAPWLWNAEKGQVFLSTEDKAES I ETTVKADQYVIDKQEGIGGIMFWELAGDYNSCYVLDAENGSNRTAS IVD
NTDB id 43577 VCASEI RS13575 WP 089110257.1 NDPTDALTGTYTRHYDEMAVAPWLWNAEKQVFLSTEDKESITTKAQYVIDQGIGGIMFWELAGDYSCYVLDENSNRTSVD 796
NTDB id 1300 VP RS19160 WP 005479129.1 NDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKADYVIDKEIGGIMFWELAGDYNCYVLDANGNRTAID 798
consensus !!!*! ! !!!!!*!! *!!!!!!!!!!! !!!!!!!! !! !! !!!! !!!!!!!!!!!!! !!!!! ! !!! *!

logo
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PTEQACAASGNGEYHMGNTMTKATIYDEKFKSAATPYGNKVATGAPMTPDTEQAVVDI STVS IVGGFKVGDQNFYP I

VNPKITFTNNTGQADI
LP

NTDB id 43577 VCASEI RS13575 WP 089110257.1 PTEQACASGNGEYHMGNTMTKTIYDEFKSAAPYGNKVATGAMPDQVVDISVSIGGFKVGDQNFPVNPKITFTNNTGQDLP 876
NTDB id 1300 VP RS19160 WP 005479129.1 ATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVSVGGFKVGDQNYPINPKITFTNNTGQAIP 878
consensus *!!!!!! !!!!!!!!!!!!! !!! !!!! !!!!!!!!!* ! !!!*!!*!!!!!!!!!*!*!!!!!!!!!!!! *!

logo GGTEFQFDIPTVSATPDNAKDQSGGGLAKVIASSGHSTRADNNIGGLDGDVMHRVASFSTLPASWKDVLPAGEGSTYELDMVYYLP I SGPANY
NTDB id 43577 VCASEI RS13575 WP 089110257.1 GGTEFQFDIPTSTPDNAKDQSGGGLAVISSGHSRADNIGGLDGDMHRVAFTLPSWKVLPAGESYELDMVYYLPISGPANY 956
NTDB id 1300 VP RS19160 WP 005479129.1 GGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKDLPAGGTYELDMVYYLPISGPANY 958
consensus !!!!!!!!!! ! !!!!!!!!!!!! !! !!!*!! !!!!!!! !!!! !*!! !! !!!! *!!!!!!!!!!!!!!!!!
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NTDB id 43577 VCASEI RS13575 WP 089110257.1 TVNINGVDYGFKFENPELPLGDISSSTGGGDNGNSDGTCDSAGLVTYPDFPQTDWQGNPSHANQGDKVINDGMVYQANWW 1036
NTDB id 1300 VP RS19160 WP 005479129.1 SVISGGKEFAFKFEQPDLPIGDLNAGTGGGGT.TEPGSCDTAGLVTYPNLPQTDWAGNPSHANQGDKVIHNGVVYQANWW 1037
consensus *! ! ***!!!!*!*!!*!!* !!!! * *!*!!*!!!!!!! !!!!! !!!!!!!!!!!!!* !*!!!!!!!

logo TASSEPGNSDNAGDSWATKTVCNTI
L

NTDB id 43577 VCASEI RS13575 WP 089110257.1 TSSEPGNNADWTKVCTL 1053
NTDB id 1300 VP RS19160 WP 005479129.1 TASEPGSDGSWATVCNI 1054
consensus ! !!!! * ! !! *
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