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NTDB id 43567 VCASEI RS10880 WP 086961850.1 TKILVGSDHIPRIQGITKEQIESSTSVINKALSGETAVGSFSNIHGEKVIAAYTPIKIKNKSWALIVELPEKDAYSRIDQ 352
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NTDB id 43567 VCASEI RS10880 WP 086961850.1 QLKRSNADEIIAPKYLNIIQEHYCGEVDIFIDDKREHVSTDVLSLPDASGLKSMYIFNVGGGINAQRIDNLETAIEALSS 992
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NTDB id 43567 VCASEI RS10880 WP 086961850.1 QTRTLDKYLRIETLPKTARWRTVLNTIDYILEHTKDQTEQRQHLINCREKLQNLLIN. 1129
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
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