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NTDB id 43564 MI1 RS08695 WP 014325193.1 .........MVQSALTKTLLTGVIAGVVGGGAILYGQQGVQLLQNQNQKVSTTATSTKTIAKNATATSAYNKVSDAVVSVLNFTK 76
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFS.NNGK..T..TVSNVIYDTKSNTTKAVKNVKNTVVSVINYQK 80
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSAT.NNNQKTA..TTVTTSYKNSNSTTEAVDKVKDAVVSVITYSE 81
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTES.T.SNNNS..TITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.N.SNNNS..TITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.N.SNNNS..TITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.N.SNNNS..TITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.N.SNNNS..TITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
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NTDB id 43564 MI1 RS08695 WP 014325193.1 SSQGSY................QESSEGSGVIYKKTDGSAFIVTNNHVITGAAKIQVMLHSGKKVTATLVGKDAMTDLAVLKIDG 145
NTDB id 381 SMU RS09890 WP 002262650.1 TDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLAVIKISS 165
NTDB id 425 SGO RS10525 WP 012131081.1 SNSDAIF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDISVVRIPA 161
NTDB id 539 SM12261 RS09395 WP 000681587.1 NRQNSVF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISS 160
NTDB id 256 KZH43 RS10270 WP 000681597.1 NRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISS 160
NTDB id 215 SPD RS10945 WP 000681597.1 NRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISS 160
NTDB id 181 SPR RS10425 WP 000681597.1 NRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISS 160
NTDB id 145 SP RS11450 WP 000681597.1 NRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISS 160
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NTDB id 43564 MI1 RS08695 WP 014325193.1 TDVTTTAQFGDSSKITVGENVLAIGSPLGSEYASSVTQGIISAKKRLVEATSENGQNYGGSTVIQTDAAINPGNSGGPLINFAGQ 230
NTDB id 381 SMU RS09890 WP 002262650.1 KYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIS.TNAIQTDAAINPGNSGGALINIKGQ 249
NTDB id 425 SGO RS10525 WP 012131081.1 DKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIA.TQAIQTDAAINPGNSGGPLVNIQGQ 245
NTDB id 539 SM12261 RS09395 WP 000681587.1 EKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 256 KZH43 RS10270 WP 000681597.1 EKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 215 SPD RS10945 WP 000681597.1 EKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 181 SPR RS10425 WP 000681597.1 EKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 145 SP RS11450 WP 000681597.1 EKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQGQ 244
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NTDB id 43564 MI1 RS08695 WP 014325193.1 VIGINSMKLSTS...SSGTSVEGMGFAIPSDQVVDIVNKLVKDGKVTRPAIGISLINLSEVTASEQKSTLKIPDSVTGGVVVMSL 312
NTDB id 381 SMU RS09890 WP 002262650.1 VIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSG.RDTLKIPSDVTSGIVVLST 333
NTDB id 425 SGO RS10525 WP 012131081.1 VIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSS.SDRLKLPDNVKNGVVVRST 327
NTDB id 539 SM12261 RS09395 WP 000681587.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSD.IRRLNIPSNVTSGVVVRSV 324
NTDB id 256 KZH43 RS10270 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSV 324
NTDB id 215 SPD RS10945 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSV 324
NTDB id 181 SPR RS10425 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSV 324
NTDB id 145 SP RS11450 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSV 324
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NTDB id 43564 MI1 RS08695 WP 014325193.1 TNNGPADKAGLKKYDVIVGINGKKVSSQADLREELYKHSLGDTITLTYYHQDTKQTVKVKLTQKLAS.... 379
NTDB id 381 SMU RS09890 WP 002262650.1 QSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH. 402
NTDB id 425 SGO RS10525 WP 012131081.1 QTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 QSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 QSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 QSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 QSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 QSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
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