
logo MFAKLKHLAP IAVI
L
G
S
A
C
F
V
L
S
A
SAHQAMNAESMNIQPDPQTNP I

NGYVI
V
A
S
K
R
A
GDI

V
L
QAMSEQASKTSDPMYADI

TWASKQALEQTRLPNSVVEAIVPGASASSTN
NTDB id 43562 VCASEI RS07400 WP 089110119.1 MFKLKHLAIVIGAFSSAHAMAEMNIQPDPTNPIGYVVSKADILASEQAKTSDPMYDTWAKALQTRLNSVVEAIVPGSSSN 80
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATN 80
consensus !! !!!!*! * * !*! ! !!!!!!! !! !!!* **!* ! !! !!!!!!! ! !! !!*!!!!!!!!!! *!

logo PENVKRVERVFPSEQSDEWDFYLMTQMAAPEYTYTRFLRAIGKFPSAFCGEYTDGRDSDAICKKS IVTAFAHFASQETGGHI S IKDENTV
NTDB id 43562 VCASEI RS07400 WP 089110119.1 PENVKRVERVFSQSDWDYMTQMAAPEYTYTRFLRAIGKFSAFCGEYTDGRDSDAICKKSIVTAFAHFSQETGGHISKENT 160
NTDB id 1299 VP RS02975 WP 005483021.1 PENVKRVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNV 160
consensus !!!!!!!!!!!* !*!!**!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! *!

logo SDNPLAGLEEWQQALVHVREMGWSVEGQAEGYTTGCGQDNDWQNKRWPCAEPVGEQGYFGRGAKQLSYHFNYGAFSEVMF
YDGDASTVL

NTDB id 43562 VCASEI RS07400 WP 089110119.1 SDNPLALEEWQQALVHVREMGWVEGQAGYTTGCGQDDWQNKRWPCAVGEGYFGRGAKQLSYHFNYGAFSEVMYDGDATVL 240
NTDB id 1299 VP RS02975 WP 005483021.1 SDNPLGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVL 240
consensus !!!!!*!!!!!!!!!!!!!!!! !!! !!!!!!!! !!!!!!!!! *! !!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!

logo LKNNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINI
V INGGI ECGEQNKDNKGQPVNR

NTDB id 43562 VCASEI RS07400 WP 089110119.1 LNNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINIINGGIECGEQNKNKGQPVNR 320
NTDB id 1299 VP RS02975 WP 005483021.1 LKNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNR 320
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!!

logo I RYWEGLAAHFYQIP I EANDEKTNTCWQQTPYGSLNLNGATDNVLYTNWDGNWKYYASDRPGGHYSFECELVGFQTAYSALVAEGDY
NTDB id 43562 VCASEI RS07400 WP 089110119.1 IRYWEGLAAHFQIPIENDETNTCWQQTPYGSLNLNGATNVLYTNWDGNWKYYADRPGGYSFECELVGFQTAYSALVEGDY 400
NTDB id 1299 VP RS02975 WP 005483021.1 IRYWEGLAAHYQIPIEADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDY 400
consensus !!!!!!!!!!*!!!!! !! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!! !!!

logo EKCVTNFYGQSHAGWPEVRVVDKNLDP I
V
NPDPVDPPVGGI

VAASWDESGNKVYNTATGDNQVGSYEQGAGI
VYEAKQWWSTQGDNELPTAKGDGAPWKLPV

NTDB id 43562 VCASEI RS07400 WP 089110119.1 EKCVTNFYGSHAGWPEVRVVDNLDPINPDPVDPPVGGIASWESNKVYTAGNQVGYEGGIYEAQWWTQGDLPTAGGAWKPV 480
NTDB id 1299 VP RS02975 WP 005483021.1 EKCVTNFYQSHAGWPEVRVVDKLDPV..DPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLV 478
consensus !!!!!!!! !!!!!!!!!!!! !!!***!!!!!!!!!*! !*! !!! ! !! ! !**!!! !!*!! !! ! *!!*!
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NTDB id 43562 VCASEI RS07400 WP 089110119.1 SITTPTEPVPAPEPLS........EPT......PDPI.....TNPSDFIEWVAGQTQAGVGDKVTYNGKCFMAKNAPGIW 541
NTDB id 1299 VP RS02975 WP 005483021.1 SGTPTEPPTTEPEPPVTEPEPPVTEPEPPVTEPEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVW 558
consensus ! !** *! * !!!* ********!! ********!******* * !! ! *! !! * !!!!!!* !!!*!!!*!!*!



logo ESTPTVEQSNWFWDE I SCQ
NTDB id 43562 VCASEI RS07400 WP 089110119.1 ETPVESNWFWDEISCQ 557
NTDB id 1299 VP RS02975 WP 005483021.1 ESPTQSNWFWDEISCQ 574
consensus !*! !!!!!!!!!!!
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