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KRFNLCTAAMGS IVALALGSGSAATVAAAPSTAPSTLVDMYGSKNNLKQFSKIDELAMETTASGYNYDSMVKQYHDQEQAKQIDTI

V
K
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YSGATPTGDTYN
NTDB id 43559 VCASEI RS04975 WP 089110486.1 MKRFNLTAMSIALALGSATVAAAPSAPTLDMYGSKNLKFSKIDLAMETTAGYNSMVQYHQEAQIDITFNQYSGATGDTYN 80
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGAAV.AAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYN 79
consensus ! !!!!*! *!!!! ! !*!!!*!!**!!!!! !! !!!!*!!!!!! !! !! !! ! ! * !!!*!! *!!!!!

logo IYFDGAVKVATGAP ITGGNKQTTASTFDTYGPQGGALFYQME I EAVCDAETGCASKSADPSAEETI
LTIADTDGSHLAKPLTMNVDPNNKQPTYNTDPNSTV

NTDB id 43559 VCASEI RS04975 WP 089110486.1 IYFDGAKVATGPITGNKTTASFTYPQGGAFQMEIEVCDETGCAKSASETLTIADTDGSHLAPLTMNVDPNNQPYNTDPNT 160
NTDB id 1298 VP RS15510 WP 005482861.1 IYFDGVKVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSV 159
consensus !!!!! !!!!!*!!! !!!*! !*!!! *!!!!! !! !!! !! * *!!!!!!!!!! !!!!!!!!!! *!!!!!

logo VMVGTYFVEWGIYDGRGNYTVDNLMPADNLTHI LYGF IP ICGPNESLVKSVGGNSFYNALQTACQRGVPDYENVVIHDPWAAYQKSFPT
NTDB id 43559 VCASEI RS04975 WP 089110486.1 VVGTYFVEWGIYDRGYTVDNLPADNLTHILYGFIPICGPNESLKSVGGNSYNALQTACQGVPDYNVVIHDPWAAYQKSFT 240
NTDB id 1298 VP RS15510 WP 005482861.1 VMGTYFVEWGIYGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFP 239
consensus !*!!!!!!!!!! ! !!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!! !!!!! !!!!!!!!!!!!!!*

logo QAGHEYDSTP IKGNFYAGML
MMALKQRNPDLKI IVPS IVGGWTLSDPFFYDSFTVDNKASKNRDI

TFVASVKREKFLKTTWKFFYDGVDIDWEFPGG
NTDB id 43559 VCASEI RS04975 WP 089110486.1 QAGHEYDTPIKGNFGMMMALKQRNPDLKIVPSVGGWTLSDPFFSFTDKSKRDIFVASVREFLTTWKFFDGVDIDWEFPGG 320
NTDB id 1298 VP RS15510 WP 005482861.1 QAGHEYSTPIKGNYAMLMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGG 319
consensus !!!!!! !!!!!!**!*!!!!!!!!!!!!*!!*!!!!!!!!!* ! ! !! !!!!!* !! !!!!*!!!!!!!!!!!!

logo GGAQAADNKLGDP I
VNDGPAYVALMQRELRAVMLDELEAVEQNTGKRETYELTSAIGVGYDKI

LEDVNYADAAVQYMDYI FAMTYDFYGGWNN
NTDB id 43559 VCASEI RS04975 WP 089110486.1 GGQAANLGDPINDGPAYVALMQELRVMLDELEVQNGKEYELTSAIGVGYDKLEDVNYADAAQYMDYIFAMTYDFYGGWNN 400
NTDB id 1298 VP RS15510 WP 005482861.1 GGAAADKGDPVNDGPAYVALMRELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNN 399
consensus !! !! !!!*!!!!!!!!!! !!! !!!!!! !* !!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo VPTGHQTALYCGSFMRPGQCDGSGVDEENGEVAEYKGPAYTATDNAGIQI
LLLATQGVPANKLVLVGATAMYGRGWDEGVMTPDNSTLTDPNTDP

NTDB id 43559 VCASEI RS04975 WP 089110486.1 VTGHQTALYCGSFMRPGQCDGSGVDEEGVEYKGPAYTTDNAIQILLTQGVPANKLVVGAAMYGRGWDGVMPNSLTDPTDP 480
NTDB id 1298 VP RS15510 WP 005482861.1 VPGHQTALYCGSFMRPGQCDGSGVDENGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDP 479
consensus !*!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!! !!*!!*!! !!!!!!!!!*! !!!!!!!*!! ! *!!!! !!

logo MTGTAGNTGKLKTGSTKTAQGVWEADGVIDYKGIKSFSMI
LGAPNGNTGINGFETYGYDATQAEAAPWVWNRSTTGEKL IVTFYDDNEHRSTVI

LAKGQSYAV
NTDB id 43559 VCASEI RS04975 WP 089110486.1 MTGTGNGKLTGTKAQGVWEAGVIDYKGIKSSMIGPNGTGINGFETGYDTQAEAAWVWNRSTGKLVTYDNERSTIAKGQYV 560
NTDB id 1298 VP RS15510 WP 005482861.1 MTGTATGKLKGSTAQGVWEDGVIDYKGIKSFMLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYA 559
consensus !!!!* !!! !* !!!!!! !!!!!!!!!! !*!*! !!!!!!! !!! !!!!*!!!!!*!! !*!*! *!! *!!! !



logo

K
RSLGLAGLFSWE IDADNGDI LNAMHEGLMASGGQPVVPQPSNRSAKPTAANAGADKQSVVTVGPASVVLDGSAQSKDRSDGSTIASYAWETQTVSG

NTDB id 43559 VCASEI RS04975 WP 089110486.1 RSLGLAGLFSWEIDADNGDILNAMHEGLSGQP...SNSAPTANAGADKVVVGPASVVLDGSASKDRDGSIASYAWTQTSG 637
NTDB id 1298 VP RS15510 WP 005482861.1 KSLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQPNRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSG 639
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!!* ! *****! !!! !!!! ! !!!!!!!!!! !!! !!*!!!!!! ! !!
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V
I
VTVKNPAVGNVVDTPEVNNTAPVAQRLVI

VAPASQTANAGDTVVVVD
NTDB id 43559 VCASEI RS04975 WP 089110486.1 IAVNIQNPTAQSTEFDVAEVAEAQTLTFSLTVTDNEGATATDTVIITVNPVNV.TPENTAPVARLIAPSQANAGDTVVVD 716
NTDB id 1298 VP RS15510 WP 005482861.1 TAVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATASDLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVD 719
consensus !! * * !! !!! !!! !!!!!!!!!!!*! !**!! ! !* ! ! !!!! **!! !!!!! !!!!

logo ASASSSTDADEGNDSTLTFYNTWTLPQSGLVNSAGTVNSGSKS IVSTFTVAAGEYEPQDTSTLNSFSTVSTVSDGEKALSTSESASASTVVVALKQHTSTTDGPTNTDPGPTCDNA
NTDB id 43559 VCASEI RS04975 WP 089110486.1 ASSSTDAEGDSLTYTWTLPSGVSG..SGSSISFVAGEYEQDTTLNFSVTVSDGELTSEASASVVVLKTS.GTTDPTCDNA 793
NTDB id 1298 VP RS15510 WP 005482861.1 ASASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLSFTVSVSDGKASSSASATVVVAQHTTDPNPGTCDNA 799
consensus !! !*!!* !*!!* !!!! !* *** !! **! !*!!*!!!*! !*!*!!!! *! !!!*!!! *** * **!!!!!

logo WDATSTAVYNTGGDNQVTHLADGKTLTW
YEAKWWTQTGDEDNPSKQSTGEWGVWKENLVGAVATNSCNQ

NTDB id 43559 VCASEI RS04975 WP 089110486.1 WDTTAVYNGGDQVTLDGTLYEAKWWTTGENPSQTGEWGVWKNLGATSCQ 842
NTDB id 1298 VP RS15510 WP 005482861.1 WDASAVYTGGNQVTHAGKTWEAKWWTQGDDPSKSGEWGVWKEVGVANCN 848
consensus !! *!!! !! !!!* ! *!!!!!! !* !! *!!!!!!! *! !*

X non conserved
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X ≥ 50% conserved


