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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
NTDB id 43556 VCASEI RS02535 WP 086960845.1 MASRGINKVILVGNLGNDPEIRYLPSGGAVANITIATSDSWRDKATGEQREKTEWHRVSLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY........EEGYGQSQEA...Y.....QRPAQQS 136
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY........DEGYGQSQEA...Y.....QRPAQQS 136
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVLQMLGGRNQGGDFG.......GNQGGWGNSAPAPQQSYNQGNSGYGYDQT 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFG.......GNQGSGWNQAPA.QTNYNQGGYSDNYAQN 146
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVV.NVGGTMQMLGGRQG.GGAPAGGNIGGGQPQGGWGQPQQPQGG............. 145
NTDB id 43556 VCASEI RS02535 WP 086960845.1 EGQLQTRKWQDQSGQDRFTTEVVVQGFNGVMQMLGGRAQGGAQAPAG.....NQGGNWGQPQQPQAS............. 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPAKQ............. 147
consensus !!****!!**** !**!****** * ***!!**!* ** * ** ***** * ** * *

logo

A
H
Q
N
R

N
S
Q
R
F
P
M
N
P
S
A
A
P
Q
G
S

Q
R
D
G

N
S
A
Q
A
P
P
T
Q
S
H
Q
R

A
Q
PQEAPSQAKAP

Q

A
S
P
Q
Y
A
Q
R

A
K
P
Q
S
R

K
P
A
Q
A
P
P
A
Q
V

S
P
Q
Y

N
A
A
E
A
PPVMDENDI

FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 RQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 RQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ASRPA...QQA....AKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRP....QPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1447 BW25113 RS21080 WP 000168305.1 NQFSGGAQSRP....QQSAPAAPSNEPPM.DFDDDIPF 178
NTDB id 43556 VCASEI RS02535 WP 086960845.1 QQPASRAPQQQ....SPQQQAPQYNEPPM.DFDDDIPF 175
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQPMQQSAP.......QQYSQPQYNEPPM.DFDDDIPF 177
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