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NTDB id 43541 V060002 RS15985 WP 145984251.1 MFKLKHTAWWVAMACALPAQAAMNIQPDPQNPGGYLVAKADIAAAEQAKTANPMYAIWSNALATRANAIVDAIEPGLATN 80
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATN 80
consensus !! !!! * * * *! *!*! !!!!!!!!!! !!**!**!* ! !! !! !!!!!!!*!! !!*! *!*!! !! !!!

logo PDENVKRVERVFPESEWDNFLTHQMAAPEYTYTRFLRAIGKFPAFCAGEYTDGRDNSDAICKKS IVTAFAHFAQETGGHIAS IKDNI
V

NTDB id 43541 V060002 RS15985 WP 145984251.1 PDNVKRVERVFPESEWNFLTHMAAPEYTYTRFLRAIGKFPAFCAEYTDGRNSDAICKKSIVTAFAHFAQETGGHIAKDNI 160
NTDB id 1299 VP RS02975 WP 005483021.1 PENVKRVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNV 160
consensus !*!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!*

logo SDNPLAGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKKRWPCAEPTGQGYFGRGAKQLSYHFNYGAFSEAVMFDGDASTVL
NTDB id 43541 V060002 RS15985 WP 145984251.1 SDNPLALEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKKWPCATGQGYFGRGAKQLSYHFNYGAFSEAMFDGDATVL 240
NTDB id 1299 VP RS02975 WP 005483021.1 SDNPLGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVL 240
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! *!!!!!!!!!!!!!!!!!!!!!!! !!!!!!*!!

logo LKNNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRE I
LDAGIGYGFGTTINI

V INGGI ECGEQNKDKGQPQVNR
NTDB id 43541 V060002 RS15985 WP 145984251.1 LNNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQREIDAGIGYGFGTTINIINGGIECGEQNKDKGQQVNR 320
NTDB id 1299 VP RS02975 WP 005483021.1 LKNPGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNR 320
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!

logo I RYWEGLAAHYQIP I EADEKNTCWQQLTPYGSLNLNGATDVLYTNWDGNWKYYPSDRPGGHYSFECELVGFQTAYSALVAEGDY
NTDB id 43541 V060002 RS15985 WP 145984251.1 IRYWEGLAAHYQIPIEADEKNTCWQQLPYGSLNLNGATDVLYTNWDGNWKYYPDRPGGYSFECELVGFQTAYSALVEGDY 400
NTDB id 1299 VP RS02975 WP 005483021.1 IRYWEGLAAHYQIPIEADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDY 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!! !!!

logo EKCVTNFLYGQSHAGSWPEKVRVVDEKLDPLPTVDPTVDPPVGGAVAPAWDESVGKVYNSTGDKQVSYKQGAVYEQAKWWSTQGDNEPSTKGDGPWAKLV
NTDB id 43541 V060002 RS15985 WP 145984251.1 EKCVTNLYGSHASWPKVRVVEKLDPLPTDPTDPPVGGAPAWEVGKVYNSGDKVSYKGAVYQAKWWTQGDEPSKGGPWALV 480
NTDB id 1299 VP RS02975 WP 005483021.1 EKCVTNFYQSHAGWPEVRVVDKLDP..VDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLV 478
consensus !!!!!! ! !!! !! !!!!*!!!!** !! !!!!!! *!!* !!!!!*!! !!! !!!! !!!!*!! !!*!! !! !!

logo SGETPTEPPPTETPTETPESEPPVPTEPPTEPPVTEPEVPPVTEPSEPPTPVTVEPPTVEPPAVPTGTDSAF IQVWEQPGVTKQVASNGDKVTYNQGNKQCF IVAKNGSPGVW
NTDB id 43541 V060002 RS15985 WP 145984251.1 SGEPTPPTEPTPSEPVPPT.....EPVPP...SEPTPVPPTEPAPTDAIVWQPGVTKVSNGDKVTYNGQCFIAKNSPGVW 552
NTDB id 1299 VP RS02975 WP 005483021.1 SGTPTEPPTTEPEPPVTEPEPPVTEPEPPVTEPEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVW 558
consensus !! !!*!* * ! *!!********!! !!****!!** *! *! * ! ! !!!! ! !!!!!!!* !!*!!! !!!!



logo ESPTQSNWFWDEKI
VSCQ

NTDB id 43541 V060002 RS15985 WP 145984251.1 ESPTQSNWFWDKVSC. 567
NTDB id 1299 VP RS02975 WP 005483021.1 ESPTQSNWFWDEISCQ 574
consensus !!!!!!!!!!! *!!*
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