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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
NTDB id 1471 ASU2 RS04565 WP 014991634.1 MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYVEG 80
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.DR..EADFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASG.EI..EADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
NTDB id 43490 JMUB898 RS12350 WP 002445148.1 ..MLNRVVLVGRLTKDPEYRTTPSGVSVATFTLAVNRTFTNAQG.ER..EADFINCVVFRRQAENVNNYLSKGSLAGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG.ER..EADFINCVTWRRQAENVANFLKKGSLAGVDG 75
consensus **!*!**!!*!**!***! ** ! *!** **!******* * ** ******** *!**!!* *****!!!***!*!

logo

K
RI
L
K
Q
S
TRKNSWYQEDNEQENQGRVQNDRI

R
V
F
Y
T
VTE I

V
L
V
Q
C
V
A
G

E
D
N
T
S
V

F
L
V
R
S
Q
L
M
F
M
L
G
D
E
G
S
P
K
R
P
S
T
N
G
Q
R
T
S

E
Q
T
G
E
K
Q
G
A
G
Q
S
D

A
R
F
G

D
S
G
Q

R
G
D
G
S
N
G
Y
Q
A
G
N
E
G
N
S
D
Q
W
G
G
WNQSFA

N
F
Q
S
P
D
G
N
A
G
P
S
Y

N
G
Q

T
Q
G
N
Y
S
N
F
Y
N
G
S
G
Q
Q
G
G
N
Q
N
Y
S
D
S
G
N
Q
N
P
D
T
Y
F
N
S
T
G
G
S
Y
A
D
P
N
N
Q
Q
T
N
A
T
N
N
S
F
R
N
P
A
Q
G
G
N
R

A
R
N
A
N
P
S

A
S
T
Q

A
G
K
Q
R

A
P
S
N

NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPA.QTNYNQGGYS..DNYAQNNNFNGGNATRP 157
NTDB id 1471 ASU2 RS04565 WP 014991634.1 RLKTRKWQDQNGQDRYTTEIQGDVLQMLGGRNQGGDFGGNQGGWGNSAPAPQQSYNQGNSG..YGYDQTASRPA...QQA 155
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ...NFNSNQSNGSQQSG..FTSPQQT...GNAPAAN 147
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
NTDB id 43490 JMUB898 RS12350 WP 002445148.1 RIQSRSYENQEGRRIFVTEVVCDSVQFLEPKNSQQGGQRSQNND...FQDYGQGFGGQQSGQNTSYNNN......NSSKS 146
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEG...NSGGGQYFGGGQNDNPFGGNQNN...QRRNQGN 149
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 QPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1471 ASU2 RS04565 WP 014991634.1 AKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 624 LCA RS00040 WP 011373726.1 NTQADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ....................... 113
NTDB id 43490 JMUB898 RS12350 WP 002445148.1 NQSDNPFANANGPIDISDDDLPF 169
NTDB id 113 BSU 40900 NP 391970.1 SFNDDPFANDGKPIDISDDDLPF 172
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