logo

NTDB id 43411 BACAU RS11780 WP 003153174.

NTDB id 352 BSU 24240 NP 390304.2
consensus

logo

NTDB id 43411 BACAU RS11780 WP 003153174.

NTDB id 352 BSU 24240 NP 390304.2
consensus

logo

NTDB id 43411 BACAU RS11780 WP 003153174.

NTDB id 352 BSU 24240 NP 390304.2
consensus

logo

NTDB id 43411 BACAU RS11780 WP 003153174.

NTDB id 352 BSU 24240 NP 390304.2
consensus

logo

NTDB id 43411 BACAU RS11780 WP 003153174.

NTDB id 352 BSU 24240 NP 390304.2
consensus

logo

NTDB id 43411 BACAU RS11780 WP 003153174.

NTDB id 352 BSU 24240 NP 390304.2
consensus

logo

NTDB id 43411 BACAU RS11780 WP 003153174.

NTDB id 352 BSU 24240 NP 390304.2
consensus

AL MEA L SFER LT A0 ORLLTRSEFRY L (L8 el A

MLAELSIKNFAIIEELT SFERGLTVLTGETGAGKSIIIDA SLLVGGRGSSEFVRYGEWKAELEGLFLL SGHPV|@3VCRIIEQGI
MLAELSIKNFAITEELT SFERGLTVLTGETGAGKSIIIDA SLLVGGRGSSEFVRYGEKAELEGLFLL SGHPVINYVCEVEQGT
T T T e e

D6 11 RV VAR LD L el R fe

J\SD MIVMRRDINJXEGKSVCRVNGKLVTIAJNLREIGRLLLDIHGQHDNQLLMED |YHLILLDKFAGAERNESALNIYRIEG YjaR Y
V/SD MIVMRRDIEMRSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMED NHLMLLDKFAGAEWESALIGNY EGYWRY
! ' '

| T I A B A LI T e e o T e O R A B B B A N | T T Y A A Fx DL 1 x

L 65 0 A O M ) 0

KLLKK KISLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEMLQEERIJQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE
KLLKK KWLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEWLQEERWNQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE

[ N e e e e e e e e e e e e e

DDA o LA LB e U KLY ATED e

DISDINEPLNK SESVSHSYYLLEDATFQMRN LD LE DPERLN IETRLNEIKQLKRKYGATVEDILEY SKIEEEIDQIENR

DISDINEPLJSK SESVSWNSYYLLEDATFQMRN LD LE DPERLN IETRLNEIKQLKRKYGATVEDILEY SKIEEEIDQIENR
PR ED Ik Db bk sk b bk DL sk b LDttt bttt

e AR g e L) e E e L )

DSHLIJNLKKEL SVGKDVAVEAAN SESIRKIWAKKLA IIHWELWSLYMEKSTFDTEFMV TINEINGEAP VNGQPVQLT|A4GID
DSHLMELKKEL SVGKDVAVEAAN SMIRKWWAKKLA RIHMELMSLYMKSTFDTEFV TI EAMSEAP VNGQPVQLTIHNGID
1 *

N0 AT BB

LVKFLISTNTGEPLK|JLSKVASGGELSRVMLA KSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSWGSQVLCITHLPQV|

LVKFLISTNTGEPLK LSKVASGGELSRVMLA KSIFSSQQDVTSIIFDEVDTGVSGRVAQATIAEKIHKVSHGSQVLCITHLPQV
I T R N

A A AR AT R A L L T

AAMADTHLIRTAKERKDGRTTTIVWWPLSKQ KVAEIGRMIAGVEVTDLTKRHAWELLKQAMQVKTTG 576
AAMADTHLMIAKEIMKDGRTTT VIJSPLSKQ KVAEIGRMIAGVEVTDLTKRHANELLKQAPBQVKT T GEEEY(S
PELLLLEL 00 skl DR sk et

85

170
170

255
255

340
340

425
425

510
510



[><] e

non conserved
similar
> 50% conserved



