
logo MAPGTNRTNDEMVMTVHYCSFCGKNSQDEEVKQKI IAGNGNAVF ICNECVELASQE I IREELAEEVLADLSEVPKPKQELLANI LDNHSYVIGQDR
NTDB id 43371 SA27298 RS03690 WP 003027977.1 MPTNRTNEMMVYCSFCGKSQEEVQKIIAGNNAFICNECVELAQEIIREELAEEVLADLSEVPKPQELLNILNHYVIGQDR 80
NTDB id 379 SMU RS04375 WP 002262816.1 MAGNRTNDVTVHCSFCGKNQDEVKKIIAGNGVFICNECVELSQEIIREELAEEVLADLSEVPKPKELLAILDSYVIGQDR 80
consensus !* !!!!** !*!!!!!! !*!! !!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!! !! *!!!!!!!

logo AKRALAVAVYNHYKR INSFHTDENSQREDDEEQDVDELQKSNI LMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVEN
NTDB id 43371 SA27298 RS03690 WP 003027977.1 AKRALAVAVYNHYKRINFHDNREDEEDVELQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVEN 160
NTDB id 379 SMU RS04375 WP 002262816.1 AKRALAVAVYNHYKRISFTESQ.DDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVEN 159
consensus !!!!!!!!!!!!!!!! !** *!* !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I LLKL ILQAADFYNI
VERAERGI IYVDE IDKIAKKGSENVS ITRDVSGEGVQQALLKI I EGTVASVPPQGGRKHPQQEMIQI

VDT
NTDB id 43371 SA27298 RS03690 WP 003027977.1 ILLKLLQAADFNIERAERGIIYVDEIDKIAKKSENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQVDT 240
NTDB id 379 SMU RS04375 WP 002262816.1 ILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQIDT 239
consensus !!!!!*!!!!*!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo KNI LF IVGGAFDGI EDE IVKQRLGEKI IGFGQNNKAKIDDEQTGSSYMQE I I SEDIQKFGL IPEFL IGRLPVFLAALEPQLTVDDLVKR
NTDB id 43371 SA27298 RS03690 WP 003027977.1 KNILFIVGGAFDGIEEIVKQRLGEKIIGFGQNNKAIDETGSYMQEIISEDIQKFGLIPELIGRLPVFAALEPLTVDDLVR 320
NTDB id 379 SMU RS04375 WP 002262816.1 KNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQLTVDDLVK 319
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!! !!* !!!!!!!!!!!!!!!!!!! !!!!!! !!!!*!!!!!!!*

logo I LRTEPKNALVKQYQTLLSYDDGVEKLEFDDQDEALQAE IANQKAI ERKTGARGLRS I I EETML
MDLVMFE I

VPSQEDNVKTCLVR ITKEKAVDE
NTDB id 43371 SA27298 RS03690 WP 003027977.1 ILREPKNALVKQYQTLLSYDDVKLEFDDDALQEIANKAIERKTGARGLRSIIEETMMDVMFEVPSQENVKLVRITKEAVD 400
NTDB id 379 SMU RS04375 WP 002262816.1 ILTEPKNALVKQYQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCVRITKKAVE 399
consensus !! !!!!!!!!!!!!!!!!! ! !!!! *!!! !!*!!!!!!!!!!!!!!!!!!!!*!*!!!*!!!! ! *!!!!! !!*

logo GTDKP I LETAS
NTDB id 43371 SA27298 RS03690 WP 003027977.1 GTDKPILETA. 410
NTDB id 379 SMU RS04375 WP 002262816.1 GTDKPILETAS 410
consensus !!!!!!!!!!*
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