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NTDB id 43257 HPL003 RS24440 WP 014282474.1 MLKIFKYLKKNEWMLVLYSLAFIVVQVWLDLKLPDYMAEITTKLQTEGTPISELLIPGSYMLLCAVGSMIASIIVGYFAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !!!! ! !! *!! ! !!!** !!*!!! !*!! !!! !!! !!* !*** !!! !!** !! **!!* !
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NTDB id 43257 HPL003 RS24440 WP 014282474.1 KVAAGLAMRLRAMVFDKTLSFSMEEMNSFSTASLITRSTNDVTQIQTVVALGLQVIIKAPILAVWAIVKIADKNWQWTAS 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus * !! !!! *! * * *! !* !! *!!*!!*!!!*!!*! ** *!*!!* **!!*!!!!* !! ! !!*
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NTDB id 43257 HPL003 RS24440 WP 014282474.1 TGGAVAVLILMLSVIIIFALPSFQKIQRLTDNLNRVTREHLTGLRVVRAYNADQYQEEKFGQANVELMNTNLFANRLMTM 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ! !! ** *!!!!** ! ! *! !!! !! !!!*!!!*!!!!!!!!* !!* !! ! ! !! !!!**

logo

M
V
G
NPGVMTFVI

V
M
SSGLSTLVAS IYW IGAYL ILNDGAIAKIPMTSVTAAKGAI

V
A
PDR IASLVFSDNMVVFSSYAMQVVMVAGFMMMVSVAMI FFI ILLMPRALS IV

NTDB id 43257 HPL003 RS24440 WP 014282474.1 VGPGMTFIMSGLSVSIYWIGAYLINGAA............VPDRIALFSNMVVFSSYAMQVVMAFMMVSMIFFLMPRASI 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus * ! !! * !!!** !!!!!!!!*! **************!!! *!! !!!!!!!!!!!!**!!!* !! **!!! *
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NTDB id 43257 HPL003 RS24440 WP 014282474.1 SAKRIMEVLNTESRIVDGHETAGEEDVMGQVEFRNVSFKYPDAEEPVLSNISFTAKQGETIAFIGATGSGKTSVINLISR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !!!!! !!! ! ** * * ** ! !!!* !!!*!* *!* **!!*!! !!!*!!!! !!!!!****!!!*!
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NTDB id 43257 HPL003 RS24440 WP 014282474.1 FYDVTEGEVLVDGVNVRSYKQQTLHNKIGYVPQRAVLFSGTVASNVSYGDNGRADASEKLVKAAVGIAQGTEFVEKMDGQ 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!! !!! * *!!* ! ! * !*!!*!!*!!!!!!!!!!* !!* *! !* * * !* *!!* !!! *
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NTDB id 43257 HPL003 RS24440 WP 014282474.1 YQGRISQGGANVSGGQKQRLSIARAIYRRPEIYIFDDSFSALDYRTDRILRSALKKETDHATTLIVAQRIGTIKDADRII 548
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus * !!! ! !!!!!!!! !!!!* !*!!! !!!!!!!!!!!*!!!!!! ! ! ! * ! !!!!!!! !! !!!*!*
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VVGNQGTHEKELLMANSCNDGI

TYQE IAYSQLSKEELEVHNGK
NTDB id 43257 HPL003 RS24440 WP 014282474.1 VLDQGEIVGNGTHEELMASCGTYQEIAYSQLSKEELVHG. 587
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!!! *!!*!!! !!*! * !!!!!!!!!!!!!! *!*
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