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NTDB id 462 GPW51 RS00385 WP 012774894.1 ....MKAELIAVGTEILTGQIINTNAQFLSEKCAELGIDVYFHTAVGDNEGRLLSTLEVASKRSNMVVLCGGLGPTEDDL 76
NTDB id 412 SMU RS09535 WP 002262393.1 ....MKSEIIAVGTEILTGQIVNTNSQFLSEKFAELGIDVYFQTAVGDNEERLLSVLKIAKERSDLIVLCGGLGPTEDDL 76
NTDB id 170 SP RS09755 WP 000642718.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGPTEDDL 76
NTDB id 280 KZH43 RS08670 WP 000642700.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 205 SPR RS08830 WP 000642700.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 239 SPD RS09270 WP 000642701.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 538 SMSK321 RS11060 WP 000642686.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTEDDL 76
NTDB id 510 SM12261 RS08320 WP 000642690.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTEDDL 76
NTDB id 43248 HPL003 RS18040 WP 014281150.1 ....MKAEIIAVGTELLLGQIVNTNAQYLSQELATIGIDVYFQTVVGDNMDRLQEAVRLAQKRADIILFSGGLGPTQDDL 76
NTDB id 124 BSU 16930 NP 389575.2 MEFPKKAEIIAVGSELLLGQIANTNAQFISKQLAEIGVNVFYHTAVGDNPERLKQVIRIAEERSDFIIFSGGLGPTKDDL 80
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NTDB id 462 GPW51 RS00385 WP 012774894.1 TKQTLATFLGRNLVFDELAMAKLDRFFASRPGRVRTPNNERQAQIVEGSQALQNPAGLAVGGMIEQDGVTYIVLPGPPSE 156
NTDB id 412 SMU RS09535 WP 002262393.1 TKQTLAKFLKRELVFDKTAQERLDEFFASRPTSMRTPNNECQAQIIAGSQPLSNKTGLAVGGLLEADGVTYVVLPGPPSE 156
NTDB id 170 SP RS09755 WP 000642718.1 TKQTLAKFLGKALVFDPQAQEKLDIFFTLRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 280 KZH43 RS08670 WP 000642700.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 205 SPR RS08830 WP 000642700.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 239 SPD RS09270 WP 000642701.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQVQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 538 SMSK321 RS11060 WP 000642686.1 TKQTLAKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQIVEGATPLPNETGLAVGGILEVDGVTYVVLPGPPSE 156
NTDB id 510 SM12261 RS08320 WP 000642690.1 TKQTLAKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQLVEGAIPLPNETGLAVGGILEVDGVTYVVLPGPPSE 156
NTDB id 43248 HPL003 RS18040 WP 014281150.1 TKDAIAAVLGRKLHIDRLAMDKLEHFFRNR.GVEMTENNRRQALSIEGATPLENETGLAVGDAIAQNGKYYVVLPGPPKE 155
NTDB id 124 BSU 16930 NP 389575.2 TKETIANTLGRPLVLNDEAFQSIEDYFKRT.KRTMSPNNRKQALVIEGSDVLANHFGMAPGMLTEHESRYYMLLPGPPSE 159
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NTDB id 462 GPW51 RS00385 WP 012774894.1 LKAMFSESLLPLLSQ.....SQQQLYSRVLRFFGIGESQLVTVLADVIDKQTDPTLAPYAKVGEVTLRLSTKATSQEEAN 231
NTDB id 412 SMU RS09535 WP 002262393.1 LKPMVNKELLPYLSK.....TSEKLYSRVLRFFGIGESHLVTLLHDLIAEQTDPTIAPYAKTGEVTIRLSTKAHRQKEAD 231
NTDB id 170 SP RS09755 WP 000642718.1 LKPMVLNQLLPKLM......TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEAN 230
NTDB id 280 KZH43 RS08670 WP 000642700.1 LKPMVLNQLLPKLM......TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEAN 230
NTDB id 205 SPR RS08830 WP 000642700.1 LKPMVLNQLLPKLM......TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEAN 230
NTDB id 239 SPD RS09270 WP 000642701.1 LKPMVLNQLLPKLM......TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEAN 230
NTDB id 538 SMSK321 RS11060 WP 000642686.1 LKPMVLNQLLPKLM......TGSKLYSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEAN 230
NTDB id 510 SM12261 RS08320 WP 000642690.1 LKPMVLNQLLPKLM......TGSKLHSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEAN 230
NTDB id 43248 HPL003 RS18040 WP 014281150.1 LKPMFENQAKPWLLQQALSGKELPIYSKMLKFAGIGESALETRLLDLIKSQTDPTIAPYAKEGEVTIRISTKAANESEAL 235
NTDB id 124 BSU 16930 NP 389575.2 LRPMFENEAKPLLLKKM..GSNEKIVSTVLRFFGIGESQLEADLEDIIDAQTNPTIAPLAADGEVTLRLTAKHADEKETE 237
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NTDB id 462 GPW51 RS00385 WP 012774894.1 LRLNQLEEDILQHD.....KLADYFYAYGEDNSLVKTVATRLAEKRQTIAIVEQGTGGLLQAELSLALADQPYFSGGKVV 306
NTDB id 412 SMU RS09535 WP 002262393.1 SKLDKLEKKIITID.....NLADYFYGYGEENSLPQVVFDLLKEKGKTITAAESLTAGLFQARLADFAGASDIFKGGFIT 306
NTDB id 170 SP RS09755 WP 000642718.1 QALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFKGGFVT 310
NTDB id 280 KZH43 RS08670 WP 000642700.1 QALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVT 310
NTDB id 205 SPR RS08830 WP 000642700.1 QALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVT 310
NTDB id 239 SPD RS09270 WP 000642701.1 QALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVT 310
NTDB id 538 SMSK321 RS11060 WP 000642686.1 QVLDILENQILGRQTFEGLSLRDLCYGYGEEASLASIVVEELKKQGKTITAAESLTAGLFQATVADFSGASSIFKGGFVT 310
NTDB id 510 SM12261 RS08320 WP 000642690.1 QVLDILENQILGRQTFEGLSLRDLCYGYGEETSLASIVVEELKRQGKTITSAESLTAGLFQARVADFSGASSIFKGGFVT 310
NTDB id 43248 HPL003 RS18040 WP 014281150.1 VKLGATEAEIQQ.......RLSEYMYASE.DVTLEKVIVDLMSDRGLTVSAAESCTGGMLMEHITSVPGSSVMFQGGIVC 307
NTDB id 124 BSU 16930 NP 389575.2 RLLKETEAVILE.......RVGEFFYGYD.DTSLVKELSIACKEKGITISAAESFTGGLFSEWLTDHSGASKLFAGGVVC 309
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NTDB id 462 GPW51 RS00385 WP 012774894.1 GQLGIES....................GWLS.EEADCIRQELQADLGLAVSVLIKPESTEDNVLAKVYLTLATPSGI.SQ 364
NTDB id 412 SMU RS09535 WP 002262393.1 YSIEEKARMLGIPFEDLQ...LHGVVSAFTAEKMAERSRQLTQADLAISLTGVAGPDSLEGQPAGTVFIGLSSSKRT.MA 382
NTDB id 170 SP RS09755 WP 000642718.1 YSLEEKSRMLDIPAKNLE...EHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGT.EV 386
NTDB id 280 KZH43 RS08670 WP 000642700.1 YSLEEKSRMLDIPAKNLE...EHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGT.EV 386
NTDB id 205 SPR RS08830 WP 000642700.1 YSLEEKSRMLDIPAKNLE...EHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGT.EV 386
NTDB id 239 SPD RS09270 WP 000642701.1 YSLEEKSRMLDIPAKNLE...EHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGT.EV 386
NTDB id 538 SMSK321 RS11060 WP 000642686.1 YSLEEKSKMLDIPVKDLE...EQGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPAGTVFIGLAQEHGT.KV 386
NTDB id 510 SM12261 RS08320 WP 000642690.1 YSLEEKSKMLDIPVKDLE...EQGVVSEFTAQKMAEQARIKTQSDFGLSLTGVAGPDSLEGHPAGTVFIGLAQEQGT.EV 386
NTDB id 43248 HPL003 RS18040 WP 014281150.1 YSNEMKKKLLNVPHDYLEGDNAPGAVSEEVALVLAEQARMVTDSDFGLSVTGVAGPGYSERKPVGLVYIGIAERDKETEV 387
NTDB id 124 BSU 16930 NP 389575.2 YTNDVKQNVLGVKKETLD...RFGAVSKECASELAKGVQKLTGSDIGISFTGVAGPDAQEGHEPGHVFIGISANGKE.EV 385
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NTDB id 462 GPW51 RS00385 WP 012774894.1 KEIDLGGYSWQYLRQLACLQAWDFVRNTL....... 393
NTDB id 412 SMU RS09535 WP 002262393.1 IKVLIGGRSRSDVRYIAVLHAFNLVRQTLLSHKNLV 418
NTDB id 170 SP RS09755 WP 000642718.1 IKVNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 280 KZH43 RS08670 WP 000642700.1 IKVNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 205 SPR RS08830 WP 000642700.1 IKVNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 239 SPD RS09270 WP 000642701.1 IKVNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 538 SMSK321 RS11060 WP 000642686.1 IKVNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 510 SM12261 RS08320 WP 000642690.1 IKVNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 43248 HPL003 RS18040 WP 014281150.1 YELKLSGN.RETIRLRSVKAILYRLWRRLVENEQLS 422
NTDB id 124 BSU 16930 NP 389575.2 HEFHFAGS.RTGIRKRGAKYGCHLIL.KLLEQK... 416
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