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LPSFPALQTEDTECDVATI IGGGITGI
LTTAYELTKRGFRVAVLVI EADNQRI

VLNGTTAGHTTAKI
VTA

NTDB id 43191 BVS141 RS05470 WP 015239526.1 ..MTTFSNEEPASYWKATADIPSFPALTEDTECDVAIIGGGITGLTTAYELTKRGFRVAVIEADRILNGTTAGTTAKITA 78
NTDB id 121 BSU 10390 NP 388920.1 MANQHFAKEAPETYWKTSTDLPSFPALQEDTECDVTIIGGGITGITTAYELTKRGFRVVLIEANQVLNGTTAHTTAKVTA 80
consensus ** *! ! ! *!!! * !*!!!!!! !!!!!!! !!!!!!!!*!!!!!!!!!!!!! *!!! *!!!!!!*!!!!*!!

logo QHDFMIYADDEFL IQRHQFIGLNTHSARLYFYEAHNLQNRAI
M
D
E
D
Y
I
MKGQI IVDKDEHLQS IDCERLWI EQDAYLYTANNTENSAGVKQKIHRSTEHQEAYTKLGI EHRDEL IV

NTDB id 43191 BVS141 RS05470 WP 015239526.1 QHDFIYADLIQQIGLTSARLYFEAHLRAMEDMKQIIKDLSIDCRLIEQDAYLYTNTESGVKKIRSEQEAYTKLGIEHELV 158
NTDB id 121 BSU 10390 NP 388920.1 QHDMIYDEFIRHFGLNHARLYYEANQNAIDYIKGIVDEHQIDCEWIEQDAYLYTANENAVQKIHTEHEAYTKLGIERDLI 160
consensus !!! !! * ! * !! *!!!!*!!* !** *! !* ** !!! !!!!!!!!! ! *! !!**!*!!!!!!!!!**!*

logo KDELP I
VPLVDGCSKRLAGLAVMKNQAQFHPLLQYGLAKALLVEKEQIVKQKNGAGR I FYEEQTAVAI

LDIKKEGEPQRPEVVTKNSRHAGIKCSRSFYI IVCCSSHFPFY
NTDB id 43191 BVS141 RS05470 WP 015239526.1 KELPVPVDCRLGLAMKNQAQFHPLLYGAALVKEIVKNGARIFEQTAAIDIKKEPQPEVVTKNRHGIKCSYIVCSSHFPFY 238
NTDB id 121 BSU 10390 NP 388920.1 KDLPIPLGSKLALVMKNQAQFHPLQYLKALLEQIVQKGGRIYEETVALDIKKGERPEVVTKSRHAIKSRFIICCSHFPFY 240
consensus !*!!*!* **!*! !!!!!!!!!! ! !!* !! !*!!*! ! !*!!!! * !!!!!! !!*!!* *!*!*!!!!!!

logo DGGGLYAARMYASDSRSYVLAI
VKPKI

Q
A
EYPDEGMYLS IDKQPSRVASLRYTDVLVNGEKL IVLFVGSGEVSHKTGQGKAEMSETHYEATLKRQFLAEDS

NTDB id 43191 BVS141 RS05470 WP 015239526.1 DGGGLYAARMYASRSYVLAVKPKQAYPDGMYLSIDKPSRSLRYTDLNGEKLVLVGGESHKTGQGKEMSEHYEALKQFAED 318
NTDB id 121 BSU 10390 NP 388920.1 DGGGLYAARMYSDRSYVLAIKPKIEYPEGMYLSIDQPSVALRYTVVNGEKLILFSGVSHKTGQGKAMSTHYETLRQLAES 320
consensus !!!!!!!!!!! !!!!!!*!!! !!*!!!!!!! !! !!!! *!!!!!*! ! !!!!!!!! !! !!! !*! !!

logo TIG I
VES IPYHYWSATQDLVTIDKIPF IGP I

MSEGDNEDEHNI LAVATGFKKWGMTSSALVAAKTLLASDHL IVEQKNKEKNPFYESGS ILF ITPSRFHALDNP
NTDB id 43191 BVS141 RS05470 WP 015239526.1 TIGVESIPYHWSAQDLVTIDKIPFIGPISGDEEHILAATGFKKWGMTSSALAAKLLADHIQNKKNPFSGLFIPSRFHADP 398
NTDB id 121 BSU 10390 NP 388920.1 TIGIESIPYYWSTQDLVTIDKIPFIGPMSENEDNILVATGFKKWGMTSSAVAATLLSDLVEKKENPYESIFTPSRFHLNP 400
consensus !!!*!!!!!*!! !!!!!!!!!!!!!!*! !**!! !!!!!!!!!!!!!*!! !! !** ! !!* *! !!!!! !

logo GLKQKLVI SYNADVAKHL IKSGKLEKRPDAVQSFPEDTI
L
R
SPGEGKAIVTI

VNGKRRAGAFYKRDEKTGCLHLVDTTCTHLGCEVEWNDGSEHRTWD
NTDB id 43191 BVS141 RS05470 WP 015239526.1 GLKKLISYNADVAKHLISGKLERPDASPETLRPGEGKIVTVNGKRAGAYKDEKGCLHLVDTTCTHLGCEVEWNDGERTWD 478
NTDB id 121 BSU 10390 NP 388920.1 GLQKVISYNADVAKHLIKGKLEKPDVQFEDISPGEGKAVTINGRRAGAFRDETGCLHLVDTTCTHLGCEVEWNDSEHTWD 480
consensus !! !*!!!!!!!!!!!! !!!!*!! *! * !!!!! !!*!!*!!!!**!! !!!!!!!!!!!!!!!!!!!!! !*!!!

logo CPCHGSRFKTPDSGEGVAVEGPAIKPLKQR I
L
D
S
L
QD

NTDB id 43191 BVS141 RS05470 WP 015239526.1 CPCHGSRFTPDGGVAEGPAIKPLKRLSQD 507
NTDB id 121 BSU 10390 NP 388920.1 CPCHGSRFKPSGEVVEGPAIKPLKQIDLD 509
consensus !!!!!!!! ! ! ! !!!!!!!!! * !



X non conserved

X similar

X ≥ 50% conserved


