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NTDB id 377 SMU RS09275 WP 002262344.1 VEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFIN 710
NTDB id 297 STER RS00545 WP 011680614.1 IEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFIN 713
NTDB id 329 STU RS10020 WP 011225298.1 IEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFIN 713
NTDB id 43178 SR187 RS08730 WP 120172274.1 VEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGALDLSRSHEHVEKRIFEELKKAYRPEFIN 712
NTDB id 287 SP RS11210 WP 001109712.1 VEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFIN 707
NTDB id 290 KZH43 RS10025 WP 001109677.1 VEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFIN 707
NTDB id 289 SPD RS10700 WP 001109677.1 VEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFIN 707
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NTDB id 241 SP RS04015 WP 000882523.1 RFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEK 723
NTDB id 85 BSU 00860 NP 387967.1 RIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHK 788
NTDB id 610 V4T04 RS10165 WP 012897346.1 RIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKA 797
NTDB id 377 SMU RS09275 WP 002262344.1 RIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLAS 795
NTDB id 297 STER RS00545 WP 011680614.1 RIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVS 798
NTDB id 329 STU RS10020 WP 011225298.1 RIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVS 798
NTDB id 43178 SR187 RS08730 WP 120172274.1 RIDEKVVFHSLTESHMQDVVKVMVQPLIAVVADKGIRLKLQPSALKLLAKEGYDPEMGARPLRRLLQTKLEDPLAEMLLRGELPT 797
NTDB id 287 SP RS11210 WP 001109712.1 RIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVA 792
NTDB id 290 KZH43 RS10025 WP 001109677.1 RIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVA 792
NTDB id 289 SPD RS10700 WP 001109677.1 RIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVA 792
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KATENVKSSEKEK
NTDB id 241 SP RS04015 WP 000882523.1 DLKAVM.TSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 85 BSU 00860 NP 387967.1 GQHIVLDVEDGEFVVKTTAKTN........ 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 GNHVSIGASNKKIKIAQIV........... 816
NTDB id 377 SMU RS09275 WP 002262344.1 GQTLKIGIQKEKLKFDIV............ 813
NTDB id 297 STER RS00545 WP 011680614.1 GQTLKIGCSKDKLTFTVV............ 816
NTDB id 329 STU RS10020 WP 011225298.1 GQTLKIGCSKDKLTFTVV............ 816
NTDB id 43178 SR187 RS08730 WP 120172274.1 GLTLKVGVKGAQIRFDIVN........... 816
NTDB id 287 SP RS11210 WP 001109712.1 GSTLKIGVKAGQLKFDIA............ 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 GSILKIGVKAGQLKFDIA............ 810
NTDB id 289 SPD RS10700 WP 001109677.1 GSILKIGVKAGQLKFDIA............ 810
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X non conserved

X similar

X ≥ 50% conserved


