
logo MKPQSTLQLKRLSQHLALTPQLQQS IRLLQLSTI
LELEQQELVEKQAYLLTENPLLEREDNENWLYDEPTSAYRS IGASDEGESVYANAGLSQTASESASAATEPGLPRTEGSDPPSGEP

NTDB id 43126 DSUI RS03425 WP 014235814.1 MKPTLQLKLSQHLALTPQLQQSIRLLQLSTLELEQELEKYLLENPLLEREDENYEPSYS.GSEGEYAGSTAEAAAEGPREGDSGE 84
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPP.P 84
consensus !!**!!!*!!!!!!!!!!!!!!!!!!!!!!*!! !!*! ! !!!!!!!! ! **! *! *! * ! * ! ! ****
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NTDB id 43126 DSUI RS03425 WP 014235814.1 SGEGADSHGP.....EEVRDDSRDSLGEGEDWFAEGSYPSASRDEDEDSDFQEVQAANTSLRDHLNWQLGLMQLSERDRQLVSFL 164
NTDB id 1425 RS RS02020 WP 011000369.1 AANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDD.RAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVIFL 168
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NTDB id 43126 DSUI RS03425 WP 014235814.1 IEALDEDGYLTQPLEELQEALPEELEIDLDDLQIALRHLQHLDPTGVGARTPGECLALQLEALPADEVRDQALKLVRHHLELLAG 249
NTDB id 1425 RS RS02020 WP 011000369.1 IESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP.AKPLALTIVNQHLELLAA 252
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NTDB id 43126 DSUI RS03425 WP 014235814.1 RDFTKLKKLLGCDDERLRAVTNLVKSLNPRPGAQYAPLDARYITPDVVVKKVRNQWTASINPDAYPRLRINRLYAEILSKQRGSS 334
NTDB id 1425 RS RS02020 WP 011000369.1 RDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGES 337
consensus !!*!*!!! ! *!! !*! * !**!! ! !!* *** *! ** !!!!!*! ! ! *!!! !!!!!! *!! !! !! !

logo

GAANLQSGQKQLQEARWL IKNI
VQQRFDTI LRVSQAI LVDERQKRQSFFETHGE I

VAMRPLVLRE IADETLGLHESTI
VSRVTTNQKYMATPMRGI

TFEL
NTDB id 43126 DSUI RS03425 WP 014235814.1 ....LSGQLQEARWLIKNVQQRFDTILRVSQAILDRQRQFFEHGEVAMRPLVLREIAETLGLHESTVSRVTTQKYMATPRGIFEL 415
NTDB id 1425 RS RS02020 WP 011000369.1 GAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFEL 422
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logo KYFFGSHVASTDETGGAACSASTAIRAL IKQLVAGAEDPKRKNPLSDSQR IASE I
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VAKYREALKNIPSAPAVNLRKS IL
NTDB id 43126 DSUI RS03425 WP 014235814.1 KYFFGSHVATDTGGACSATAIRALIKQLVAAEDPRKPLSDSQISEILGQQGIVVARRTIAKYREALNISPANLRKSI 492
NTDB id 1425 RS RS02020 WP 011000369.1 KYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
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