
logo MLMHQGHSYKQRKAQAVGVGLLEVLVAL I L ILA IGVLGYVALQLVRAMDASSEALSKSQAI LMI
VMRGLAENIRTVNSSTQASQYPATFVRSYSNYST

NTDB id 42981 BDGL 002634 YP 004996902.1 MLMQGSKRKAQVGVGLLEVLVALILIAIGVLGYVALQVRAMDASSEALSKSQAIMIMRGLAENIRVNSSQASQYPAFVRSYSNYS 85
NTDB id 1067 ABD1 RS15745 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQASQYPTFVRSYSNYT 85
consensus !!!** ! !!! !!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!**!!!!!!!!! !!*!!!!!! !!!!!!!!*

logo SDTTAPAPTLSCFNASALCTAPSQLAQFDAYQAAKRNADNQLGMKRITMS
TNCPGVTNSTMAVQQRQCLFVFWGKTAPVITTNEGGTNVTSAVDVSSCMSNT

NTDB id 42981 BDGL 002634 YP 004996902.1 STTAAPTLCFNAACTPSQLAQFDAYQAAKNADQLGMKITMTNCPGVTSTMAQQRQCLFVFWGKTAPVITTNEGVTSADVSSCMST 170
NTDB id 1067 ABD1 RS15745 WP 002194578.1 SDTPAPTSCFNSLCTASQLAQFDAYQAARNANQLGMRITMSNCPGVTNTMVQQRQCLFVFWGKTAPVITTNGTNTSVDVSSCMSN 170
consensus ! !*!!! !!! !!*!!!!!!!!!!!!*!! !!!!*!!!*!!!!!! !! !!!!!!!!!!!!!!!!!!!! !! !!!!!!!

logo NGVYVNNSNTCLMMEAY
NTDB id 42981 BDGL 002634 YP 004996902.1 NGVYVNNSNCLMMEAY 186
NTDB id 1067 ABD1 RS15745 WP 002194578.1 NGVYVNNSTCLMMEAY 186
consensus !!!!!!!! !!!!!!!
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