
logo

MAQSF I SNKEQGFTL I EL I
MVALALGL I LVAAATQLF IGGLLSSRLQKANAE IQDSGI FGLEYI

MARDIRLLNYGNVTVNP I
QLTDTTP

NTDB id 42980 BDGL 002633 YP 004996901.1 ..................MVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYIARDIRLLNYGNVTNPILTDTTP 67
NTDB id 1066 ABD1 RS15740 WP 000079197.1 MAQSFISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNPQLTDTTP 85
consensus *******************!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !! !!!!!!

logo WGGI
VVLTGSTATNANNNI

VNF IVPKNVDGTNTYIAPDEATLLSRGAGDTVSTVNSNHWKGLSNIQNSSDNAAEVQSDQLTIQF IAPTNMTNCEGVN
NTDB id 42980 BDGL 002633 YP 004996901.1 WGGVVLTGSTATNNNNVNFVPNVGTNTYIADTLLSRGAGDTVSTVSNHWKGLSNIQNSSDAAVQSDQLTIQFIAPTNMTNCEGVN 152
NTDB id 1066 ABD1 RS15740 WP 000079197.1 WGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTVNNHWKGLSNIQNSSNAEVQSDQLTIQFIAPTNMTNCEGVN 170
consensus !!!*!!!!!!!!! !!*!!*! ! !!!!!** !!!!!!!!!!!!! !!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!

logo VLAGDL IVEQRYFLRLVDNSNGSSQQDYALACDANTPASAVSVATAQPDTI
TVANGLGDAGQI IVLPR IDHFHVLFLGAKNAAGNFAYYTIPQYRAV

NTDB id 42980 BDGL 002633 YP 004996901.1 VLAGDLIVERYFLRLDSNGSSQQDYALACDANTPSAVATAQPTTVAGLGDAGQIVLPRIDHFHVLFGAKNAAGNFAYYTIPQYRA 237
NTDB id 1066 ABD1 RS15740 WP 000079197.1 VLAGDLIVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQIILPRIDHFHVLLGAKNAAGNFAYYTIPQYRV 255
consensus !!!!!!!! !!!!!*! !!!!!!!!!!!!!!!!! !!!!! ! !!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo AAQAARDASTPASVAMAPPR I LS IQI
MSVLARSTNNAQNSKAIDPENQSFFLMLDQNTVHAASDNRTTRFLRRTVYNSLVTIALRNAMGESTI

L

NTDB id 42980 BDGL 002633 YP 004996901.1 AAQAARDATPSVMPPRILSIQMSVLARSTNNAQSKAIDPEQSFFMLDQTVHASDNTTRFLRRTYNLTIALRNAMGESL 315
NTDB id 1066 ABD1 RS15740 WP 000079197.1 AAQAARDASPAVAAPRILSIQISVLARSTNNAQNKAIDPNQSFLMLDQNVHAADNRTRFLRRVYSVTIALRNAMGETI 333
consensus !!!!!!!!*! ! *!!!!!!!*!!!!!!!!!!! !!!!! !!! !!!! !!! !! !!!!!! ! *!!!!!!!!!!**
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