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MKLKLKNFKPNNLWYAVCSSSMI FTWLMTSSVM
VQASDLQIYAASPTAGKKTIVMMLDTSGSMTNSNSYGENRLAMLKNGMNAFLASN

NTDB id 42978 BDGL 002631 YP 004996899.1 ................................MQASDLQIYAAPTAGKKTIVMMLDTSGSMTNNSYGENRLAMLKNGMNAFLASN 53
NTDB id 1063 ABD1 RS15730 WP 000768961.1 MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTSNSYGENRLAMLKNGMNAFLASN 85
consensus *********************************!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo NPVLNDTRVGLGNFSADNGDSRSGQI
VLVAAAPLGDASTLNTMVGSQRYKLKQAVANSLTAGSGSYTPSAHAYAEAAAYLMGTTTLYKSENAINLY

NTDB id 42978 BDGL 002631 YP 004996899.1 NPVLNDTRVGLGNFSANGDSRSGQVLVAAAPLGDASTLNTVGSQRYKLKQAVANLTAGGSTPSAHAYAEAAAYLMGTTTYSEANY 138
NTDB id 1063 ABD1 RS15730 WP 000768961.1 NPVLNDTRVGLGNFSADGDSRSGQILVAAAPLGDASTLNTMGSQRYKLKQAVASLTASGYTPSAHAYAEAAAYLMGTTTLKNINL 170
consensus !!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!! ! !!!!!!!!!!!!!!!!!!! !
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NNSYWDSNSSWSLTSNPGPVDI STAGLTQQAASCYDTATNS ISDGWQTLYLSSYGTTYCYKYKTTFG

NTDB id 42978 BDGL 002631 YP 004996899.1 AIRK..DSYIRRVRKSDNRTEYSYCTNYRDSQIDTTNLWQPCRSNNYWSNWSTSNPGVDTAT...AYDTSSDWTYSYTY.YYTTF 217
NTDB id 1063 ABD1 RS15730 WP 000768961.1 VDAPIYFSYVTYDRRGRVITNYHACTEWNTEGT..........ICNSWDSSSLSNPPVISGLQQASCTANIGWQLLSGTCYKKTG 245
consensus *** !!* !* ! !* !! * ********** *! ! ! !!!*! ** *** * ! *! !
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NTDB id 42978 BDGL 002631 YP 004996899.1 NYAVANVDSGIPKSKSNDTASNPNIVVDRNASNLNAIYQSPLPAVANRQSCDGQGIYFLSDGEPNNTTNTRSATVMSTALGSTLG 302
NTDB id 1063 ABD1 RS15730 WP 000768961.1 LITINNLDSGFNKSISG............SKNTDQSQYNSPLPAVANRQSCDGQGIYFLSDGEPNKTTDTRSASIMSTALGSTFG 318
consensus * !*!!! *!! ! ************ * !*!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!**!!!!!!!! !

logo ADNFNTCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVS IQTAFVGFGSDFSSLSSSDVKNACRLSSRTQFSDRGKGSDDLNCSPNQTT
NTDB id 42978 BDGL 002631 YP 004996899.1 ANFTCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFGSDFSSLSSSDVKNACRLSSRTQSDRKSDDNCSPNQTT 387
NTDB id 1063 ABD1 RS15730 WP 000768961.1 ADFNCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFGSDFSSLSSSDVKNACRLSSRTQFDRGGDDLCSPNQTT 403
consensus ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !! !!!!!!!

logo NAI
V
A
TAPGYGNGGFFPSTQSAQGVTDSVIAF INNLDKVPLEPLTTGAI SVPYDALNPKNLQEYGYLRAFEPNPANTYLTWRGNLKKY

NTDB id 42978 BDGL 002631 YP 004996899.1 NAVAAPGYGNGGFFPTQSAQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNPKNLQEYGYLRAFEPNPANTYLTWRGNLKKY 472
NTDB id 1063 ABD1 RS15730 WP 000768961.1 NAITAPGYGNGGFFSTQSAQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNPKNLQEYGYLRAFEPNPANTYLTWRGNLKKY 488
consensus !!* !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HVVLSGTNAGAFEANTGGLVYNATGAFRTGTKDYWNSSTYNDGGKVFFGGSYAKVPLP IAGQNETRDAEEGNITKYYYAVQSTKIRN
NTDB id 42978 BDGL 002631 YP 004996899.1 HVVLSGTNAGAFEANTGGLVYNATGAFRTGTKDYWNSSTYNDGGKVFFGGSYAKVPLPIAGQNETRDEEGNITKYYYAVQTKIRN 557
NTDB id 1063 ABD1 RS15730 WP 000768961.1 HVVLSGTNAGAFEANTGGLVYNATGAFRTGTKDYWNSSTYNDGGKVFFGGSYAKVPLPIAGQNETRDAEGNITKYYYAVQSKIRN 573
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!*!!!!



logo LFTDVSAVAASDGSLTKI STSGTNLLKIPAATPPEGTNPFDSTVANTASYVLGKFDNAPSTGQDNI LKAFP I SLKLKI LNYLGYSTDI SAT
NTDB id 42978 BDGL 002631 YP 004996899.1 LFTDVSAVASDGSLTKISTSGTNLLKIPATPPEGTNPFDSVANTASYVLGKFNASTGQDILKAFPISLKLKILNYLGYSTDISAT 642
NTDB id 1063 ABD1 RS15730 WP 000768961.1 LFTDVSAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDTVANTASYVLGKFDPSTGQNILKAFPISLKLKILNYLGYSTDISAT 658
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!! *!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo TLPSSLVTSNEPYLSMGGS IHSLPVQLTYNGTLDDENGNLTSAREQS I LYGTMEGGLHIVDASSTGI
VEQMAVF IVPADI LNDPSVASKAL

NTDB id 42978 BDGL 002631 YP 004996899.1 TLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDENGNLTSAREQSILYGTMEGGLHIVDASTGVEQMAFIPADILNDPVASKAL 727
NTDB id 1063 ABD1 RS15730 WP 000768961.1 TLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLTSAREQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVASKAL 743
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!! !*!!!!!!!*!!!!!!

logo VVGQSDASTAPAHGMDGAWVSDPAYNS ITTKVGSGSSAVVSKVTAKQMNIYGGMRMGGSSYYGLDNVLNSPATSPKLLFR I
VGADQTDYSRMG

NTDB id 42978 BDGL 002631 YP 004996899.1 VVGQSDATAPAHGMDGAWVSDPAYSITTKGSGSSVVSKVTAKQMNIYGGMRMGGSSYYGLNVLNPASPKLLFRVGADQTDYSRMG 812
NTDB id 1063 ABD1 RS15730 WP 000768961.1 VVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSAVSKVTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFRIGADQTDYSRMG 828
consensus !!!!!!!*!!!!!!!!!!!!!!!! !!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !! ! !!!!!!!*!!!!!!!!!!!

logo QSWSKPVLANIRYNGSVIKRRVLMIVGGGYDQCYEKNPNITLSTDNASCFTNGKAKGNAVYI IDAKTGEQRLWWTSDTGSNI
TDNASNMKHS IVS

NTDB id 42978 BDGL 002631 YP 004996899.1 QSWSKPVLANIRYNGVIKRVMIVGGGYDQCYENPNITLSNSCFTNGKAKGNAVYIIDAKTGERLWWTSDTGSNIDNSNMKHSIVS 897
NTDB id 1063 ABD1 RS15730 WP 000768961.1 QSWSKPVLANIRYNGSIRRVLIVGGGYDQCYEKPNITLTDACFTNGKAKGNAVYIIDAKTGQRLWWTSDTGSNTDNANMKHSIVS 913
consensus !!!!!!!!!!!!!!! !*!!*!!!!!!!!!!! !!!!!* !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !! !!!!!!!!

logo R I STLDRDADGLVDHLYFGDLGGQI FR I
VDLNNNQTKTNSTYSSFGVRVVRLANLATNDASTYDGSSTNDYTAGGNAPRFYEPPTVTIHD

NTDB id 42978 BDGL 002631 YP 004996899.1 RISTLDRDADGLVDHLYFGDLGGQIFRIDLNNNQTKTNSTYSSFGVRVVRLANLATNDATYDSSNDYTAGNAPRFYEPPTVTIHD 982
NTDB id 1063 ABD1 RS15730 WP 000768961.1 RISTLDRDADGLVDHLYFGDLGGQIFRVDLNNNQTKTNSTYSSFGVRVVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHD 998
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! *!!!!*!!!!!!!!!!!!!!!!

logo YGIHRTF ITVGIASGDRSTPLDVYPLTGREGMS
TPSTSTALSGRPVNNVYGI IDKRDF IVKKNLMSLTDNSQLETKDITRSTGTLRKNPQI LRST

NTDB id 42978 BDGL 002631 YP 004996899.1 YGIRTFITVGIASGDRSTPLDVYPLTGREGMSPSTALSGRPVNNVYGIIDKDFIKKNLMSLTDSQLETKDITRSTLRKNPQILRS 1067
NTDB id 1063 ABD1 RS15730 WP 000768961.1 YGIHTFITVGIASGDRSTPLDVYPLTGREGMTPTSALSGRPVNNVYGIIDRDFVKKNLMSLTDNQLETKDITRTGLRKNPQILRT 1083
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!**!!!!!!!!!!!!!!!*!!*!!!!!!!!! !!!!!!!!!* !!!!!!!!!*

logo GETRVAQI FFPNTTGTVGKQGNGWYRSLSSMTSDGTEKANNSFR IKGGLKAFEEPMAITGNTL I IVPVYDPQGTGIVAADPCLPRVVGETDQR
NTDB id 42978 BDGL 002631 YP 004996899.1 GETRVAQIFFPNTGTGQNGWYRSLSSMSDGTEKANNSFRIKGGLKAFEEPMAITGTLIVPVYDPQGTGIVAADPCLPRVVGETDQ 1152
NTDB id 1063 ABD1 RS15730 WP 000768961.1 GETRVAQIFFPTTGVGKGGWYRSLSSTSDGTEKANNSFRIKGGLKAFEEPMAITGNLIIPVYDPQGTGIVAADPCLPRVVGETDR 1168
consensus !!!!!!!!!!! !! ! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!



logo QTFYCLPFGACLNSDGS IDQNKENHSGFETQTGNTNTCPVGAVSECNEKNVIGSGIRGS IVATFVPKTERDENPPMVTNSCGKLKQLSGNEQSGTGEQWQ
NTDB id 42978 BDGL 002631 YP 004996899.1 QTFCLPFGACLNSDGSIDQNKENHSGFETQTGNTCPVGVSECNENVIGSGIRGIAFVPKRDEPPVTNSCGKLQLSGNESGTGEWQ 1237
NTDB id 1063 ABD1 RS15730 WP 000768961.1 QTYCLPFGACLNSDGSIDQNKENHSGFETQTGTNCPVGASECNKNVIGSGIRSVTFVPTEDNPPMTNSCGKLKLSGNEQGTGQWQ 1253
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!! !!!!!!!! * !!! ! !!*!!!!!!! !!!!! !!! !!

logo CTSHLVPTRWYERYR
NTDB id 42978 BDGL 002631 YP 004996899.1 CTSHLVPTRWYERYR 1252
NTDB id 1063 ABD1 RS15730 WP 000768961.1 CTSHLVPTRWYERYR 1268
consensus !!!!!!!!!!!!!!!
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