
logo MNKYYMIQLHRHFRNQGVFTL I ELMVVVIV I IVA I FAAS IA IPSYQESYI
SRRSANTLAASMAAKQGQSEMIQLKLAEQLEQRYHRKSKRNFSTYKRGFDTATTYS ILVYTQLDPKRSGQT

NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQDKSGQT 80
NTDB id 42977 BDGL 002630 YP 004996898.1 MNKYYILRFNQGVTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAQGEILKLAEQLERHKSKNFTYRGFTTTSVTLPR.... 81
NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLPR.... 81
consensus **********!!*!!!!!!!!*!!*!!!!*!!!!!!!*!*!!*****!* !**!!!!!!!***!*!!*!*!!**!******
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NTDB id 1006 ACIAD RS15005 WP 004923843.1 LAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKTWAN........I 157
NTDB id 42977 BDGL 002630 YP 004996898.1 ...................GGYTIEISDDTTTGNLLTNAAANGRTWVIKATTTDSRNFNFIAKNSGLRCQSLTATAVDNDCGGAV 147
NTDB id 1064 ABD1 RS15725 WP 001046490.1 ...................GGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLTATAVDNDCGGTV 147
consensus **!!* **!*!!***!!!***!*!**!*!!!***!**!******!*!**!***!********** *
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NTDB id 1006 ACIAD RS15005 WP 004923843.1 SSSSCGTGSESW. 169
NTDB id 42977 BDGL 002630 YP 004996898.1 TCNVCETNSENWQ 160
NTDB id 1064 ABD1 RS15725 WP 001046490.1 TCNVCETNSENWQ 160
consensus ****!*!*!!*!*
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