
logo MKE I LKTLTEAMMTLPEDSYSEQQDADEFLE I F IVEE I EE I FVDELQPSL IHNEKWMQSENI
VATLTE IRRHFHTLKGSGRMIGAKSSAELAWT

NTDB id 42971 BDGL 002263 YP 004996531.1 MKEILKTLTEAMMLPEDSYSQQDDEFLEIFVEEIEEIFVELQSLIHEWMQSENVATLTEIRRHFHTLKGSGRMIGAKSSAELAWT 85
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSAELAWT 85
consensus !!!!!!!!!!!! !!!!!!! !! !!!!!!*!!!!!!!!*!!*!!* !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VEDTLNRVINQSLGQLTPNTIQRSYVQLVFKFYFFLKLVDDNFKQSKKRANHTLDFRPL I LLGQQLQQQQS ILEPALDEELLLQLSDHI
TLMTAETQVTG

NTDB id 42971 BDGL 002263 YP 004996531.1 VEDTLNRVINQSLGLTPNIQRYVQLVFKFYFFKLVDDFKSKKNHTLDFRPLILLGQQLQQQQSIEPALDELLLLSDILTAETQTG 170
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQLSHTLMAETVTG 170
consensus !!!!!!!!!!!!! !!! !! !!!!!!!!!! !!!! !! !* !!!!!!!!!!!!!!!!!!!!*!!!!*!!! !!* ! !!! !!

logo LELTDNDYI
LEPQDESLTAEEVLP I

TIQSATSTEVAHI
TE I

TE I
Q
N
TLADETL ITLFMEEAEEHLATIDHQFLDEKQE I

LHQHYDESYNAL IRALHTLRGSSAMAHQVEPTI FDE
NTDB id 42971 BDGL 002263 YP 004996531.1 LETNDLEPESTEVLTISTSEVAIETEQTLAETLILFMEEAEEHLATIDQFLEKEIHQHESYNALIRALHTLRGSSAMAHVEPIFD 255
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LELDYIEQDSLAEPIIQAT..HTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHTLRGSSAMAQVETIFE 253
consensus !! *!**! * ! **** ! ! ! !!! !!!!!!!!!!!!!*!!!* !*!!**!!!!!!!!!!!!!!!!!!!*!!*!!*

logo ASTKVEHLFKI LLQEELSSHSEE I LSLLQRDEYREQF IVRDNSLDELLASARHYCSSSTEQLEASDRLLQKQFNQSVWDAYMVEQHGDEHRSTDSPLMPPSHGLVSQL
NTDB id 42971 BDGL 002263 YP 004996531.1 ASTKVEHLFKILLQEELSSHSEEISLLRDYRQFIRNSLDLLAAHCSTEQLESDLQKFNQVWDAYMEQHGEHSSPLMPPHGLVSQL 340
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYVEQHGDRTDPLMPSHGLVSQL 338
consensus !!!!!!!!!!!!!!!!!!!!!!!! !! *!! !*! !!*!! **!*!!!! ! !!! !!!!*!!!!*** !!!!*!!!!!!!

logo LQLDVASELLDAELDFEKGIRNTEFPDHYLERLSEQADLVLLQHTHQSQAMI
LGLHYEYTNSQLKESYDE I

VLLDKRPADLLQSDYI
VFE IYQKAHQQ

NTDB id 42971 BDGL 002263 YP 004996531.1 LQLDVAELLDAELDFEKGIRTEFPHYLERLSEQADVLLQHTQSQAMIGLYEYTNQLKESYDILLDRPDLLQSDYVFEIYQKAHQQ 425
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESYEVLLDKPALLQSDYIFEIYQKAHQQ 423
consensus !!!!! !!!!!!!!!!!!!! !!!*!!!!!!!!!!*!!!!!*!!!!*!!*!!! !!!!!!**!!!*! !!!!!!*!!!!!!!!!!
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NTDB id 42971 BDGL 002263 YP 004996531.1 LIQLFDALAAGQRVSIIEQHQNVLDELKLYTQYIPNLNSESLETHQDVFEPLFNAEVEQTANDPLIE.NVFTDQVTIGQSVQLDR 509
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYNIEPEPEVVATVENFSDSADWAVLGQSVQQDR 508
consensus !!!!!!!!!!!!!! ** !!! *!*!!!!!!!! ! * * * * !!!**! !*!* ** * ! *!!!!! !!
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NTDB id 42971 BDGL 002263 YP 004996531.1 QFISSEHINRHFDPDLLDIFLEEADELLEGMDTDLNLWVNDQENFAALNNLMRYLHTLKGGANMIQATYIGLIAHELESIYERLI 594
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNNLMRYLHTLKGGANMVQATYLGLIAHELESIYERLI 593
consensus !*!!! **!!*!!*!!!!!!!!!!*!!!!!*!!!!!*!! *!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!
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NTDB id 42971 BDGL 002263 YP 004996531.1 QKQLIASSALIDFIRLVQDDLADRLQIVREQHLDYAASHTIQALKNAGQVFDSHIKE....SKTEPETYVIPELNFEVLQQEAIN 675
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALKRAGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPV 678
consensus !!!!* *! !!!!!!!!!!!!!!!!!!*!!!*!!!!!**!!*!!! !!! ** ***** !*! * * * !** ! *
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NTDB id 42971 BDGL 002263 YP 004996531.1 NTELNLSELTSASEQIAK.SNNQLVEQTELQVLYADHDHTESIPDQDINTVVEQTFMEEAAELLEMADHLLKQWFEQRTNRSILL 759
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQENEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILL 763
consensus !* ! !! ****!* * ! * !* *** **!!! !!!!!!*!!! !!!!!!**!!!!!!!!!!!!!!!!

logo QLQRAVHSLKGGASRML
VGLEATVQAIAYQLENAFEQFALHHFNSSNIYDHNLLESAIAVWLKDEAI FKNHQNYQHFDGLQQSLENIQFFI ETATI

NTDB id 42971 BDGL 002263 YP 004996531.1 QLQRAVHSLKGGSRMLGLETVQAIAYQLENAFEQFALHHFSSNIYDNLLESAIVWLKEAIFKQNYQHFDGLQQSLENIQFIETAI 844
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QLQRAVHSLKGGARMVGLEAVQAIAYQLENAFEQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTI 848
consensus !!!!!!!!!!!! !!*!!! !!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!! !!!*!!! *!!!!!!!!!!!!!!!!! !! !

logo QIPSTKLTRATDLFSSTEPVMS
TF IVQGDGTEPPPMMGADWEQATEQRLDQNNEMIRVSADL I EKMIDLSGENS INRSR I EMDLSQFGSHTLAVE

NTDB id 42971 BDGL 002263 YP 004996531.1 QIPSKLTRTDLFSTEPVMSFVQGDGTEPPPMMGDWEQAQRLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFGHTLAE 929
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QIPTKLTRADLFSSEPVMTFIQGDGTEPPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVE 933
consensus !!!*!!!! !!!!*!!!!*!*!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !

logo MELAIQRLADQLRRMEGELETQI IAKHGI EHNSRYTDEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDEKIRDTEGSLLLVQQSR
NTDB id 42971 BDGL 002263 YP 004996531.1 MELAIQRLADQLRRMEGELETQIIAKHGIENSRYTEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSEKIRDTEGLLVQQSR 1014
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MELAIQRLADQLRRMEGELETQIIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSR 1018
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!*!!!!

logo IQAE IQEGLMRTRLVPFSRLLPRLQR IVRQTSTALNRPAELFVNNTEGELDRNTI
MLERLVTPLEHMLRNAIDHGLEDRAQREQQANQK

NTDB id 42971 BDGL 002263 YP 004996531.1 IQAEIQEGLMRTRLVPFSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRTMLERLVTPLEHMLRNAIDHGLEDRAQREQAQK 1099
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IQAEIQEGLMRTRLVPFSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANK 1103
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!

logo PETGR I ELNIHQRQGTDVVVTVFKSDDGQGIDI
VEKVRQKALLMASGL IKNPEQDVLEHQQDI LQL I FHPGLSTADEQVTQI SGRGVGLDVVQSD

NTDB id 42971 BDGL 002263 YP 004996531.1 PETGRIELNIHRQGTDVVVTFKDDGQGIDIEKVRQKALMSGLINPEQVLEHQDILQLIFHPGLSTADQVTQISGRGVGLDVVQSD 1184
NTDB id 1046 H0N27 RS03130 WP 168726941.1 PETGRIELNIQRQGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSD 1188
consensus !!!!!!!!!!*!!!!!!!! ! !!!!!!!*!!!!!!!!* !!! !!! !!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!



logo IKASLGGHVSVDESVYGQGTTVFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDR I IVRVSPASLEQYFEGSAPQELFEFYENKRYPLRYLS
NTDB id 42971 BDGL 002263 YP 004996531.1 IKALGGHVSVDSVYGQGTVFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIVRVSPASLEQYFGSAQELFEFENKRYPLRYLS 1269
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IKSLGGHVSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLS 1273
consensus !! !!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!! !*!!!!!*!!!!!!!!!!!

logo EFVGNQP IPRLNSGMVMYSLPVLMIKANNGQTVALL IVDQL IGSRAQIVVKP IGQQFSS IGAIAGATI LGDGQVCL I LDGQNIARQIQ
NTDB id 42971 BDGL 002263 YP 004996531.1 EFVGNQPIPRLSGMMYSLPVLMIKANNGQTVALLIDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQIQ 1354
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EFVGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQIQ 1358
consensus !!!!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo STQRRHKQSLNSEATI
VYRKQRESDERRL IMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAI EQLENIKPDLMLLDI EMPRMDGFEVLN

NTDB id 42971 BDGL 002263 YP 004996531.1 STRRHKSLNETIYRKRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRMDGFEVLN 1439
NTDB id 1046 H0N27 RS03130 WP 168726941.1 STQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRMDGFEVLN 1443
consensus !! !!! ! ! *!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LVRHHDLMHQDYMPI
V IMITSRTGEKHRERAFSTLGVNSQYMGKPFQEEDELLEHNIDALFLMVATFEGSEGLVAKS

NTDB id 42971 BDGL 002263 YP 004996531.1 LVRHHDLHQDMPVIMITSRTGEKHRERAFTLGVNQYMGKPFQEEDLLHNIDALFMTFEGGLA. 1501
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!*!! !!*!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!*!!*!!!!! * !! * *
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