
logo MIKNKSYFIHR I
S
P
RS ISASRLAAVRSEQMMRGYSEQSSSSCAQTKSLSARFRLVNTPRARSGFTLVELLVAS IA I FA I

VLSLLGWKI
VFDYLLKVRDRNATEQH

NTDB id 42967 BDGL 000954 YP 004995222.1 MIKNKSFRSPSSASRLAVRSEQMMRGYSEQSSSSCAQTKLRFVNPRSGFTLVELLVSIAIFAILSLLGWKVFDYLLKVRDRNTQH 85
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARS..................SSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEH 67
consensus !!!!! * *! !!!!! !!****************** * * !!!!!!!!!! !!!!!*!!!!!!!*!!!!!!!!!!! !

logo EVHQLFELQDAYQQI
VLRDTLQI IPLSANQGGQLHRPALE IDNQI

VLRFSKAGVTDPLKQGLSPFER I EYRYDAPDQKKLYRLKYSTNLNT
NTDB id 42967 BDGL 000954 YP 004995222.1 EVQLFELQDAYQQVLRDTLQIIPLSANQGGQLRPALEIDNQVLRFSKAGVTDPLKQGLSPFERIEYRYDPDQKKLYRLKYSNLNT 170
NTDB id 1076 ABD1 RS08075 WP 000594585.1 EVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNT 152
consensus !!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!

logo SNREQPLSSTLLSQVDEQFYQIMVLTPQEVTKWPEVNIDPTKPDNEFLKRKLPKGIKI
MQLTVAGVNYEWIYSLNQGDLSLSKQEQGGNQS

NTDB id 42967 BDGL 000954 YP 004995222.1 SNREQPLSSTLLSQVEQFQIMVLTPQEVTKWPEVNIDPTKPDEFRKLPKGIKMQLTVAGVNYEWIYSLNQGDLSLSKQGGQ 251
NTDB id 1076 ABD1 RS08075 WP 000594585.1 SNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus !!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!! ! *!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !
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