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NTDB id 1396 DSB67 RS04755 WP 010649088.1 MTLLEKSLTLALFVASVISSAWWPTMPDWRWLLLGIIATGSIIKLRRGLLSIGVIWGFMVVIIHGNVMEHQRQALFRAGG 80
NTDB id 1295 VP RS04795 WP 005481856.1 MTLLEKSWTLALFVASVISSAWWPTMPDWRWLLLGIITTGSIIKLRRGLISIGVIVGFMVVIVHGNIMEYQRQALFQAGE 80
NTDB id 42945 VFU RS11595 WP 081454203.1 MTLYSNYWILISFSLTVLSAPYWPRMPSWGFAFICLVALMGTVLVTRLRGWGGIAFAVLVIVTHGNVMRSQSNTIFQAGQ 80
NTDB id 1149 A1552VC RS08405 WP 000173776.1 MTLLSNYWSLISFSITVLSAPYWPWMPSWGWAWLCLIVMVLLGYHRVGRQFLGFVAAILTIVLQGNLIRDQSNVLYQAGP 80
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NTDB id 1396 DSB67 RS04755 WP 010649088.1 NITINGKVDSPFTQISHGYEGIAQINQVNSQNLLPFLKPKIRLITAFPLPVNSEFTTQVTIKPILGLKNEAGFDAEKQAV 160
NTDB id 1295 VP RS04795 WP 005481856.1 NSTIIGRVDSSFTQISHGYEGVVAIKQVNSHTLLPFLKPKVRLITPFPLAVNSEFTTNVLIKPIIGLRNEAGFDAEKQSM 160
NTDB id 42945 VFU RS11595 WP 081454203.1 DITIKGEVDSFFKQISYGNEGSIVVRSINGQQLPTFRQPIVRLVAPIALHIGDQVTFSVTVKPIYGRLNETGFDIESYYF 160
NTDB id 1149 A1552VC RS08405 WP 000173776.1 DIIIKGRVDSFFTQTRYAYEGFVLIHEVNGQTLNKMTRPRIRLSAPLLLQPNDRVEFSVTLKPIVGRLNQTGFDLEAHYM 160
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NTDB id 1396 DSB67 RS04755 WP 010649088.1 GKGIVARAVTPDDAKWLIRTYSSFRQQIITAVDTHIAELDHFPLISALAFSDRSLLAKQDWQSLRDSGLLHLVSISGLHI 240
NTDB id 1295 VP RS04795 WP 005481856.1 GSGVVARAVVTKDSYWVIRTSSSWREAIIQTVERDISRLEHFALIKALAFADRTGLTKEDWQSLRDSGLLHLVSISGLHI 240
NTDB id 42945 VFU RS11595 WP 081454203.1 SQGWVARATVKPQSAFSVVSRPSWRDTLHQKIQVATQHLQAQGMILALTFGDRNGIQEDDWRALRDSGLIHLVAISGLHI 240
NTDB id 1149 A1552VC RS08405 WP 000173776.1 AQSVVARAVVKPDTAYQIVQESGIRSSLFFELEQLTHTSPYQGLILALTFGERKGIDEQEWQALRNSGLIHLVAISGLHI 240
consensus ****!!!!********** * ***!***** ** *** **!*!! !**!*** **!* !!*!!!*!!! !!!!!!

logo GI
MALFSTAFVGLMYAFLSLGFGLSAGLVLMIMRLRAFILFMHAVPKNQRAFLYVWLFHWSLPFWSAIVCSVGALALAFLMAI

L
T
V

L
VYAWLADGFSTLPTQTRAFVL ILSMVC I

L
T
V

I
L
N
Y
I
L
V
L
V
AL ITKAYMALSWAGLFWVPRHI

L
W
T
SAPLVWKQRRVI

LLLATLVAGSVI
L
A
L
V
QL

NTDB id 1396 DSB67 RS04755 WP 010649088.1 GMAFAFGMSLGFVIRLLFPKFVHLPSAVGLLAALVYAWLADFSLPTTRAFSVCVIYLVLKAALVHWSPWRVLLLAVSIQL 320
NTDB id 1295 VP RS04795 WP 005481856.1 GMALTFGLALGGLIRLAMPRYWFLPSVSGLAFAIVYAWLADFSLPTTRAVSVCIIYIALKYWLVHWSPWRVLLLAVALQL 320
NTDB id 42945 VFU RS11595 WP 081454203.1 GMAFAVGYLLGSALMRIHVNALWLPWIVGLLMATVYAWLAGFTLPTQRALLMCTLNVLLTMSGWRITAVQRILLTLGALL 320
NTDB id 1149 A1552VC RS08405 WP 000173776.1 GIAFSVGYFLGLGMMRFHAQLLWSPFVCGALLAVLYAWLAGFTLPTQRALIMCLLNVALIMLAFPLSALKRILLTLVAVL 320
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NTDB id 1396 DSB67 RS04755 WP 010649088.1 FIEPFASFTMSFWLSYLSVVAVLLAVNVVQQRRGNRQTKLSSLLKIQLVLTLLIVPISGAFFSGTSLVSIAYNLVFIPWF 400
NTDB id 1295 VP RS04795 WP 005481856.1 FFQPFASFSLSFWLSYLSVGAVLFAVNTVQDSKEGRLGKLRILLLTQLILSLLIVPISGYFFSGFSWSSLVYNLVFIPWF 400
NTDB id 42945 VFU RS11595 WP 081454203.1 LVSPFAPLSMSFWLSFLAVAVVLYQLASCS....STQRGWRQLVMTQCTLVLLMTPISALFFSGFSLSSALYNLVFIPWF 396
NTDB id 1149 A1552VC RS08405 WP 000173776.1 LWSPFASLSNSFWMSFLAVAIVLYQLASQS....QRQVWWKALLWAQVFLVCLMAPVTAYFFGGLSVTAVLYNLVFIPWF 396
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NTDB id 1396 DSB67 RS04755 WP 010649088.1 GFLVVPLMFLALIVTPISFQLAGMLWQLVDWVLLPLTWSLQFAVGSWHFVSLPLTLTILAVAICGLLRRFLNRGSLVTLV 480
NTDB id 1295 VP RS04795 WP 005481856.1 GFVVVPIMFAALIASLLFPMLATVLWYLLDIFLVPLSWSVRYAIGTWQPISAEWTFVIAVVSAVLVSRHVMPRYVWMFVC 480
NTDB id 42945 VFU RS11595 WP 081454203.1 SVMIVPLLFLGLVLTSLFEQVD.WIWTLIDLSFWPLSQALTLSESSWVAVSHATTFVLCAGGIGWVLRPLLSRDARIAVV 475
NTDB id 1149 A1552VC RS08405 WP 000173776.1 SLVIVPALFLGLLLMVVWPSVAAAYWPWVDWTFLPLDWALQFADVGWWVVPSKVQGVVAASVAILLLYRFMSLKA.CSLL 475
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NTDB id 1396 DSB67 RS04755 WP 010649088.1 MLVTGVALFYERTTNSWRVDVLDVGHGLAVLIEKHGKVALYDTGKAWNSGSIAQQVISPVLHRRGFGTIDMFIISHADSD 560
NTDB id 1295 VP RS04795 WP 005481856.1 VIVVMTGLFPKQYNQTWRIDVLDVGHGLAVLVEKEGRVLLYDTGKAWQNGSIAEQVITPVLHRRGYSSVDTMILSHADND 560
NTDB id 42945 VFU RS11595 WP 081454203.1 LLALG.MWAFNSPKDRWRIDVLDVGHGLAVLIERQQRVLLYDTGSGWPDGSYVRSLVVPLLHQRGVHQLDGLIISHMDSD 554
NTDB id 1149 A1552VC RS08405 WP 000173776.1 LGMIGLWWWFPSLTPLWRMDVLDVGHGLAIVIEQDERAIVYDTGSSWPGGSYVQSVIEPMLQQRGLRQVDGVILSHLDND 555
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NTDB id 1396 DSB67 RS04755 WP 010649088.1 HAGGRQYIEQHFSPAQNFSSQNYADYQSCIAGERWYWQALYFEVLWPPKQVNRAYNPHSCVVRVVDKESGFKLLLTGDIE 640
NTDB id 1295 VP RS04795 WP 005481856.1 HAGGRKVIEQYFSPKHKLSSQSFLHYQPCIAAEKWKWQGLNMEVLWPPKPVVRAYNPHSCVISLEDPSTGFKMLFTGDIE 640
NTDB id 42945 VFU RS11595 WP 081454203.1 HAGGLADAQQWLSPSWILASQRQPQWRTCVAGQQWDWQGLRLQALWPPKTVSRAHNVHSCVLRLSDPEYGHSVLLAGDVT 634
NTDB id 1149 A1552VC RS08405 WP 000173776.1 HAGDWQGLAERWQPNWIRASQLGTEFMPCIRGESWQWQSLHFTVLWPPQAVSRAYNQHSCVIRMTDTQSNHSVLLSGDVT 635
consensus !!!*** ******! *** !! * ****!*****! !!*! ***!!!!* !*!!*!*!!!!****!***** *!**!!*

logo AI
M
V
G
SEWI

LLALMSRDQEAGPAEKNDQKI
L
E
K
Q
RSEDI

VMI
LVPHHGSKSTSSNTAPERKFVIAENQHIQVVAENSPKQSTVLAIASTVLAKDGLSNRQWHNGLMPDNAEQPDENQVLVASQARYTQDEAAQSTNQGAVEKSYWLDTGEHSDHAGQVI

NTDB id 1396 DSB67 RS04755 WP 010649088.1 AVSEWILMREPNKLESDVMLVPHHGSKSSSNPKFVQIVSPTLAIASLAKSNQWGMPAENVLSAYQEANAYWLDTGSHGQV 720
NTDB id 1295 VP RS04795 WP 005481856.1 AISEWILLREPEKLRSDVMLVPHHGSKSSSNPKFINVVEPSLAIASTAKLNQWGMPAPEVVQAYTDSGVSWLDTGSDGQI 720
NTDB id 42945 VFU RS11595 WP 081454203.1 AVGEWLLSRQAKDIKSDIMIVPHHGSKTSSTARFIEHVAPQVAIASLAKGNQWHLPDQDVVQRYQATGAKWLDTGEAGQI 714
NTDB id 1149 A1552VC RS08405 WP 000173776.1 AMGEWLLARDGAQLQSEVMIVPHHGSKTSSTAEFIAQVNPKLAIASVAKDNRWNLPNPQVVARYQAQQVEWLDTGHAGQI 715
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NTDB id 1396 DSB67 RS04755 WP 010649088.1 SVFIERDNWYFEAKRSETFEPWYRQMLRKRVE 752
NTDB id 1295 VP RS04795 WP 005481856.1 TILLDGNNWRFESKRRETIEPWYRQMLRNRVE 752
NTDB id 42945 VFU RS11595 WP 081454203.1 TLSYRAETRLLSTLRQSGYPPWYRQMLRKGVE 746
NTDB id 1149 A1552VC RS08405 WP 000173776.1 SLFFYLDQLDWFTQRSLGWQPWYRQMLRKGVE 747
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