
logo

MM
QQEQHQQPTFYFFFDYETWGTVNSPAKDRPSQFAGVRTDMDEFNI IGEPLVIYCQLPNSDYLPATPEAAL ITGI ITPQKAMNASQGLAPEPEF IAKR

NTDB id 42941 VFU RS10350 WP 014205223.1 .MQQQQPTYFFFDYETWGTSPAKDRPSQFAGVRTDMEFNIIGEPLVIYCQLPSDYLPTPEAALITGIIPQKAMAQGLPEPEFIAK 84
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus * ! *!!!*!!!!!!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!! !!!!!!!!! !!!! !!!*!!!!!!*

logo IHAELSTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF ILDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI

V
E
VWPENDDEGFTSFKLEHLSKVA

NTDB id 42941 VFU RS10350 WP 014205223.1 IHAELSTPNTTSLGYNSIRFDDEVTRYTCYRNFLDPYAWSWQNGNSRWDLLDVMRACHALRPEGVVWPENDEGFTSFKLEHLSKA 169
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!* !!!!!*!!!!!!!!!!! !

logo NGI EHESNAHDAMADVIATI ELAKKVKAAQPKLFDEYFFSTMRHKRKLNTEL IDIVNMQTPLMHVSGMLGRECRHQYTSWIVP IAWHPTNQN
NTDB id 42941 VFU RS10350 WP 014205223.1 NGIEHENAHDAMADVIATIELAKKVKAAQPKLFEYFFSMRHKRKLNELIDIVNMTPLMHVSGMLGRECQYTSWIVPIAWHPTNQN 254
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!! !!!!!!! !!!!!!!!!!!!!**!!!!!!!!!!!!!!!!

logo AVIVVDLAGKDPQPLLDELDAVESTLHQARLYTRHYDEDLAPDELPVPVKLVHLNKCP I LAPAKTLTAENAAQKTIG IDRELQCLAHNLANRVIRQHSP
NTDB id 42941 VFU RS10350 WP 014205223.1 AVIVVDLAKDPQPLLDLDVESLHARLYTRHDDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAATIGIDRELCLANLARIRQSP 339
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!!!!!*!!!!!!!*!! !*!*!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!*! !!!*!

logo

D
E IREKLAVATLVFS IQEREFENAQESNSDVDSTQLYADGFFSPADKRAAME I IRSTTANPELNLGESLADIRTFVASDKR I EPLLFRYRARHNFYPHWTLDTDETEQRR

NTDB id 42941 VFU RS10350 WP 014205223.1 DIREKLAALFSIEREFEASNDVDTQLYDGFFSPADKAAMEIIRSTNPELLGELDITFSDKRIEPLLFRYRARNFPWTLDDEEQRR 424
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus *!!!!! *!! !!!! !!!*!!! !!!!!!!*!!!!!!!*! !! !! ! ! !!!!!!!!!!!!!!**!*!! ! !!!!

logo WAANHCRDYFYERTHNLEPDGYMLNLENLVHEHEQASDEPKKI
MAI LKSVYHQYVEKLACS

NTDB id 42941 VFU RS10350 WP 014205223.1 WANHCRDYYETHLPDYMLNLENLVHEHESDEKKIAILKSVYQYVEKLAS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!*! *!* !!!!!!!!!!!! !*!!*!!!!!!!*!!!!!!*

X non conserved
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X ≥ 50% conserved


