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TSSIQKFERLNT AT KDVAQtA VSTATVSRA{ N EKVS§STRKRVEEAV{EA YS NS{ARN{RRNESKT VA V D D
USRS ARMNM ATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVE AVLEAGYSPNSLARNLRRNESKTIVEyIVPDICDP
............. MATMKDVAQLAGVSTATVSRALMNPEKVS STRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIVPDICDP
............. MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIVPDICDP

e L LT L LR AL

YFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH
Y EIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH
YFSEIIRGIEDAAMEHGYLVLLGDSGQQK RENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH

LA AR ek, R VLA

s 11571 ARGl e AL

IDNLTSAFEAVNYLTQLGHKRIAQISGP WAVLCQFRQQGYQQALRRAGIS PWYS\JIW F F GAKAVRISLLIMLPEPPTAIF
IDNLTSAFEAVNYLTQ GHKRIAQI GP JJAVLCQFRQQGYQQALRRAGIS NPTYSTIGDFTFEFGAKAVRQL ALPEPPTAIF
1 IDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGI WNPTY®THGDFTFE GAKAVRQLLALPEQPTAIF

ST SR

CHDTMAIGAIQEAKRLGLRVPQDLSVVGFDDI FAQYCDPPLTTISQPRYEIGRQAMLMMLELL GHDV GSRLLETKLVVR[Y
CHNDTMAIGAIQEAKRLG RVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELLRGHDVRAGSRLL T[@ELV RE

CHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELLRGHDVRAGSRLLETKLVVRE

SAA

SAAPP 348
SAAPP 335
AAPPS 335

K non conserved
B similar
> 507 conserved

170
157
157

255
242
242

340
327
327



