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NTDB id 44 SMU RS09085 WP 002263585.1 29
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NTDB id 448 SpyM6JRS4 RS07800 WP 010921894.1
NTDB id 447 SpyM6JRS4 RS01370 WP 010921894.1

AMSIETRAAFEKVKPIILKLKRHYYIQLWD 51
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NTDB id 582 DLJ51 RS00505 WP 002962720.1 207
NTDB id 44 SMU RS09085 WP 002263585.1 160
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