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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 42719 MEALZ RS09405 WP 014148393.1 ....MLNKVTLIGNLGADPEVRYMPSGEAVTNISLATTMRWKDRQTGERKESTEWHRVVFFRRLAEVAGEYLKKGSQVYV 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNF....SLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQT.. 140
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAESV....QFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNN.. 142
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAP..YEEGYGQ.............SQEAYQRPAQQSR 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAP..YDEGYGQ.............SQEAYQRPAQQSR 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGG.DFG..GNQGSGWNQAPAQTN....YNQGGYSDNYAQNN 147
NTDB id 42719 MEALZ RS09405 WP 014148393.1 EGRLQTRKWQGQDGQDRYTTEIVANEM....HMLGSRSG..........GTAN.......YS....DNQGAYSSQNS..A 129
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMP..AQGGMN.......VP....AQQGSWGQPQQPAK 146
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NTDB id 624 LCA RS00040 WP 011373726.1 ........GNAPAA.NNTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 ........QRRNQG.NSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 Q..PASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 Q..PAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGNATRPQPAQK......PAAQAEPPMDNFDDDIPF 180
NTDB id 42719 MEALZ RS09405 WP 014148393.1 ..QNSAPAQSRPQST......PSNSTPPPYDDFDDDIPF 160
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..QHQPMQQSAPQQY......SQPQYNEPPMDFDDDIPF 177
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