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NTDB id 42648 TEH RS01225 WP 041591744.1 MAKKNVTPDSKKGGWIKKFGIGLLGGLIGGLLVIGGFYYFSNGNPFQTNEATSSSGVTDNNDDVQVSDVKVDADSDTTDAVENVQ 85
NTDB id 381 SMU RS09890 WP 002262650.1 MNNT...KSHPFLKWFIPFLVI.FLTFILGVISTLTFNWITGNKSFSNNG..........K..TTVSNVIYDTKSNTTKAVKNVK 69
NTDB id 425 SGO RS10525 WP 012131081.1 .MKN...SSNFFKKTLQVFIVL.LVGFIGGVAGTWGFSYFSTPHSATNNN..........QKTATTVTTSYKNSNSTTEAVDKVK 70
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKH...LKTFYKKGFQLLVVI.VISFFSGALGSFSINQLTQKSTEST.S..........NNNSTITQTAYKNENSTTQAVNKVK 69
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKH...LKTFYKKWFQLLVVI.VISFFSGALGSFSITQLTQKSSVNN.S..........NNNSTITQTAYKNENSTTQAVNKVK 69
NTDB id 215 SPD RS10945 WP 000681597.1 .MKH...LKTFYKKWFQLLVVI.VISFFSGALGSFSITQLTQKSSVNN.S..........NNNSTITQTAYKNENSTTQAVNKVK 69
NTDB id 181 SPR RS10425 WP 000681597.1 .MKH...LKTFYKKWFQLLVVI.VISFFSGALGSFSITQLTQKSSVNN.S..........NNNSTITQTAYKNENSTTQAVNKVK 69
NTDB id 145 SP RS11450 WP 000681597.1 .MKH...LKTFYKKWFQLLVVI.VISFFSGALGSFSITQLTQKSSVNN.S..........NNNSTITQTAYKNENSTTQAVNKVK 69
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NTDB id 42648 TEH RS01225 WP 041591744.1 NAVVSVINLQNSSPQESGGIFGTEQPEGNSEDDEEPAGEGSGVIYKEDGGDAYIVTNNHVVAGQSGLEVVMADGSREQAELVGTD 170
NTDB id 381 SMU RS09890 WP 002262650.1 NTVVSVINYQKTDNSYYNYD.SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSD 153
NTDB id 425 SGO RS10525 WP 012131081.1 DAVVSVITYSESNSDAIF......DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTD 149
NTDB id 539 SM12261 RS09395 WP 000681587.1 DAVVSVITYSANRQNSVF......GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 256 KZH43 RS10270 WP 000681597.1 DAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 215 SPD RS10945 WP 000681597.1 DAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 181 SPR RS10425 WP 000681597.1 DAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 145 SP RS11450 WP 000681597.1 DAVVSVITYSANRQNSVF......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
consensus **!!!!!*********** ********** ***!!!!!!!******!!*!!!*!!*************!*******!!*!

logo

A
TYFTSDLI SAVI

L
V
R
KIPSASKDENYKVDKTNTVATEFAGNDSDSEKI

L
K
Q
TVGEPTAIA IGSPLGSDEYANSTVTEQGI IVSSVLSNRLTNVTSSLRQKNSENSDGEQDTAVIASTQNKAIQTDATAINPGN

NTDB id 42648 TEH RS01225 WP 041591744.1 AYTDLAVLKISSDNVDTVATFGDSDELQVGEPAIAIGSPLGSDYANSVTQGIISSVNRLVSSQNESGEDVSTNAIQTDAAINPGN 255
NTDB id 381 SMU RS09890 WP 002262650.1 TYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGN 238
NTDB id 425 SGO RS10525 WP 012131081.1 TYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGN 234
NTDB id 539 SM12261 RS09395 WP 000681587.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 256 KZH43 RS10270 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 215 SPD RS10945 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 181 SPR RS10425 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 145 SP RS11450 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
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NTDB id 42648 TEH RS01225 WP 041591744.1 SGGPLVNAGGQVVGINSSKIASSGQ..AGVSVEGMGFAIPSNDVTDIINELEENGEIARPALGISMLDLNTIPTEQRQRVLQIPE 338
NTDB id 381 SMU RS09890 WP 002262650.1 SGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGR.DTLKIPS 322
NTDB id 425 SGO RS10525 WP 012131081.1 SGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSS.DRLKLPD 316
NTDB id 539 SM12261 RS09395 WP 000681587.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDI.RRLNIPS 313
NTDB id 256 KZH43 RS10270 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPS 313
NTDB id 215 SPD RS10945 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPS 313
NTDB id 181 SPR RS10425 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPS 313
NTDB id 145 SP RS11450 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPS 313
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