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NTDB id 42611 GYO RS38050 WP 014114982.1 MHRNNNFYKYLSLAFIILSFVYVIYLSYISVFNIFVGADVKINEQGKLEVTKVVDYTDEYYSGVKKGDIILEVNGQKGSEIQLES 85
NTDB id 91 BSU 31690 NP 391047.2 ...MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKW 82
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NTDB id 42611 GYO RS38050 WP 014114982.1 GRLVNVESLTVERDNKSFHLQNVSLIS...EENLFMYLIPLISYSICLFCIFFVYRINKVRKSPSAFVLILFLLFVSVAYVSACG 167
NTDB id 91 BSU 31690 NP 391047.2 GYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGG 167
consensus ! ! ** !! * ! ! !! !****** !****!! ! *** !!!** **!! !*!* !**!!! !! *!*!!*!!*!

logo

A
P
F
RRGEHEI IVNSRTYI

L
L
N
L
V
F
LTFL IVSCSP I LY I

L
H
QF IQYKRYFLAGE I

LGKTKTFLFLKNKR I
K
I L I

S
F
I
L
MYI ILP I

L
F
VNLGL ILEAFFVLQDSNYLRLQNVDS ISADFLASNTLNL IVSFAFTVLTVLFT

NTDB id 42611 GYO RS38050 WP 014114982.1 ARRGEEVSTYLLVLTLVSCPILYIHFIYKYFAELGTKLFKKKILIIMYILPLVNLLLEAVLSNRLNSSAFLSNLNLISFFVLVLT 252
NTDB id 91 BSU 31690 NP 391047.2 PFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRI..SFLYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLF 250
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NTDB id 42611 GYO RS38050 WP 014114982.1 VCILIHQGIRKIKQNEQKSILKILAYINILSFSPFIIFFVIPYVLFDKYLSPFS.LAAFTLVIPFSLVYQFMTNRLYNIDFVVGR 336
NTDB id 91 BSU 31690 NP 391047.2 SFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGR 335
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NTDB id 42611 GYO RS38050 WP 014114982.1 LKYYGFLAITPTVIVVTIFNYIQKPEDNFYSVKLTVVIYLLMFAVFYFKEIIDFRFKLKRFTEKFNYQDGIFKFTQLIKQASSVD 421
NTDB id 91 BSU 31690 NP 391047.2 MRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQ 420
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NTDB id 42611 GYO RS38050 WP 014114982.1 QVLNHFKNTILEVLNIDNACVYDNSKGEITLLSKNNFKDMTYKNHEQYVKKFSGDIGKIKEFKQGFIIKIGERGDRSFLVLCFSS 506
NTDB id 91 BSU 31690 NP 391047.2 QVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSN 505
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NTDB id 42611 GYO RS38050 WP 014114982.1 YNTFKLTRDEIAWLQTLAFYTSVSLENVMKIEELMMHLEDLKQQESNPVWLKKLMYTIEEKQRSDLARDLHDSVLQDLISLKRQC 591
NTDB id 91 BSU 31690 NP 391047.2 INTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQC 590
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logo ELFLAGDFKKDDNNPCQREEVQDKLVQMNEQMSDVI SMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDL
NTDB id 42611 GYO RS38050 WP 014114982.1 ELFLADFKKDNNPCQEEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDL 676
NTDB id 91 BSU 31690 NP 391047.2 ELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDL 675
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NTDB id 42611 GYO RS38050 WP 014114982.1 DSQLNLYRIIQEFLSNAVKHSQVTDVLIMLISIQNKIVLHYEDDGVGFDQEKNNEHSMSMGLSGIKERVRALDGRLRIETSEGKG 761
NTDB id 91 BSU 31690 NP 391047.2 DSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKG 760
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NTDB id 91 BSU 31690 NP 391047.2 FKADIEIEL 769
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