
logo MLPS I LF ILFLGL I LGSFYYTAGCR IPLHI
LS I IATPRSASCPSFCRRTLTAPAEL IP I LSFLFQKGKCKSCGHRR I SFMYPAAELVTACLFAA

NTDB id 42605 GYO RS36080 WP 041521029.1 MLPILFLLGLILGSFYYTAGCRIPLHISIITPRSACSFCRRTLTAAELIPILSFLFQKGKCKSCGRRISFMYPAAELVTACLFAA 85
NTDB id 103 BSU 28070 NP 390685.2 MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVTACLFAA 85
consensus !!*!!!* !!!!!!!!!!!!!!!!!!*!!! !!! !*!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!

logo AGIRFGI
SSLPELFLPAVVF I SLL I IVAVVTDIHFML IPNR I L I FLFLPFLAAARL I SPLDSWYAGSLLGAAAGFLFLASLVIAAITHGGI

VGG
NTDB id 42605 GYO RS36080 WP 041521029.1 AGIRFGSSPELLPAVVFISLLIIVVVTDIHFMLIPNRILILFLPFLAAARLISPLDSWYASLLGAAAGFLFLSLIAAITHGGIGG 170
NTDB id 103 BSU 28070 NP 390685.2 AGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFLAVIAAITHGGVGG 170
consensus !!!!!! !*!! !!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!! *!!!!!!!!*!!

logo GDIKLFAVIGFMVLGVKMLAAAFFFSVL IGALYGAAAVLTGRLAKRQPLPFAPAIAAGS I LAYLYGDS I I SFY I
MKMALG

NTDB id 42605 GYO RS36080 WP 041521029.1 GDIKLFAVIGFMLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIISFYMKMALG 248
NTDB id 103 BSU 28070 NP 390685.2 GDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIISFYIKMALG 248
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!
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