
logo MDQAAAVCLMTICR INQLLSPSLLLKWWKADPSMSLTSPVLEQTVTRDGKQIKAAALKNEKI EEQFQYPKLPQRVLAAYHREQGINPTIP I SSKQY
NTDB id 42581 GYO RS31010 WP 041520950.1 MDQAAACLMICRINQLLSPSLLLKWWKADPSMSLTSPVLETVTRGKIKAAALKNKIEEQYPKLQRVLAAYHEQGINPIPISSKQY 85
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQTVTRDQIKAAALKNEIEQFYPKLPRVLAAYREQGINTIPISSKQY 85
consensus !!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!! !! !!!!*!!!!!!*!!!!!*!!!!!!!!

logo PFWLKSTIYDPPAVLFAKGDMTLLSKGRKIG IVGTRNPTAYGI
KQI

VVNHLTKE I
LCRKGNWVIVSGLASGIDGMSHAAS IKAKGRTIGV

NTDB id 42581 GYO RS31010 WP 041520950.1 PFWLKTIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGIQIVNHLTKELCRKNWVIVSGLASGIDGMSHAASIKAKGRTIGV 170
NTDB id 114 BSU 16110 NP 389493.1 PFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLASGIDGMSHAASIKAKGRTIGV 170
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IAGGFQHIYPRENLQLADHMAKHHI LLSEHPPETKPQKWHFPMRNRI I SGLSEGVIVVQGKEKSGSL ITAYQALEQGREVFAVPG
NTDB id 42581 GYO RS31010 WP 041520950.1 IAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPG 255
NTDB id 114 BSU 16110 NP 389493.1 IAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPG 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SLFDPYAGGP IKL IQQGAKAIWSAEDI FEELPERNVQYTEPF
NTDB id 42581 GYO RS31010 WP 041520950.1 SLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
NTDB id 114 BSU 16110 NP 389493.1 SLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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