
logo MPF ITKI STQKKNTERFNI FLDDEKYAFSVDADVLVKFELKKGKELDDLDI I E IQYGDEVKKGFNRALDEFLSYRMRSTKEVEDHYLK
NTDB id 42561 GYO RS26975 WP 014113104.1 MPFITKISTQKKNTERFNIFLDEKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALEFLSYRMRSTKEVEDYLK 85
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEVEDHLK 85
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!

logo KKETPSAPPVIAEVIHKRLNDYKYLNDQEFAAVAYVSTHKKTNGKGPDVLFRELRAKGIDGDDTIKEALSSFSFEDQTREAVKHVEKLLK
NTDB id 42561 GYO RS26975 WP 014113104.1 KKETPAPVIAEVIHKLNDYKYLNDQEFAVAYVSTHKKTNGKGPDVLFRELRAKGIGDDTIKEALSSFSFEDQTREAVKHVEKLLK 170
NTDB id 116 BSU 08520 NP 388733.1 KKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTREAVKHVEKLLK 170
consensus !!!!**!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KDKKLSTKELKQRAQLMQLQRKGFSFDVI SAALMDEQI EYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMKVKQFLFRKGFSLDL I
NTDB id 42561 GYO RS26975 WP 014113104.1 KDKKLSTKELKQRAQMQLQRKGFSFDVISAALEQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMKVKQFLFRKGFSLDLI 255
NTDB id 116 BSU 08520 NP 388733.1 KDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMKVKQFLFRKGFSLDLI 255
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EQFLLQEEEY
NTDB id 42561 GYO RS26975 WP 014113104.1 EQFLQEEE. 263
NTDB id 116 BSU 08520 NP 388733.1 EQLLQEEEY 264
consensus !! !!!!!*
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