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NTDB id 42492 BCOA RS31715 WP 014098021.1 .MSVEKIAELLIGQAVKNNVTDVHIVPKEKHYHVQFRQYGRLYPHRNLSAKAGERLISHLKFMSSMDISEKRKPQSGSFAMNVLQ 84
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLKE 85
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NTDB id 42492 BCOA RS31715 WP 014098021.1 QTISLRISTLPTSLSKESLVIRILPHEEKFQLSQISLFPSSTKKLMALLNHSHGMLIFSGPTGSGKSTTMYTLVEHCAKRFLRNV 169
NTDB id 96 BSU 24730 NP 390353.1 GNVHLRMSTLPT.INEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNI 169
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NTDB id 42492 BCOA RS31715 WP 014098021.1 ITLEDPVEKQSDSFLQVQVNEKAGITYSTGLKAILRHDPDIILVGEIRDAETARIAIRASLTGHLVLTTLHTRDAKGAIYRLMEF 254
NTDB id 96 BSU 24730 NP 390353.1 VTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEF 254
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NTDB id 42492 BCOA RS31715 WP 014098021.1 GVSIHEMEQTLLAVSAQRLITLRCPVCGGIRCPHDSQDCPRSREKRQTAVYELLYGKNLQRVLKEAKGEQVYYHYPTLKEWLRKG 339
NTDB id 96 BSU 24730 NP 390353.1 GINMNEIEQTVIAIAAQRLVDLACPFCENG...CSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGNHANYQYQTLRQIIRKG 336
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NTDB id 42492 BCOA RS31715 WP 014098021.1 IVLGYISEEEYHRWIAEEEEADKPQTAGALSYPGR 374
NTDB id 96 BSU 24730 NP 390353.1 IALGYLTTNNYDRWVYHEKD............... 356
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