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NTDB id 42488 BCOA RS31040 WP 014097891.1 MLQSRTRWRVPEMEPKAAATISQQLNVSPLVSKLLVNRGITDVEEARSFLFHEGLAYYDPFLLHDMEKAAARIREAIKKEEPVLV 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
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NTDB id 42488 BCOA RS31040 WP 014097891.1 FGDYDADGVTSTAIMMAALNDLGAHAEFYIPDRFKEGYGPNEAAFRRAAEEGFQLIITVDTGIAAVHEAEVARELGITLIITDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
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NTDB id 42488 BCOA RS31040 WP 014097891.1 EPGPVLPEAFAIVHPKHPESTYPFRELSGAGVAFKVAHALYGKVPEQLEDLAAIGTVADLVPLLDENRLIAINGIKRLRTTKRAG 255
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
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NTDB id 42488 BCOA RS31040 WP 014097891.1 LVALCRCADIRQEEINEETIGFVLAPRLNAAGRLQHAAPAAELLMTEDTEEAGMLAETIDGLNKERQKIVNDMTNEAIELVEEEV 340
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
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NTDB id 42488 BCOA RS31040 WP 014097891.1 EKGARVLVVGKEGWNAGVIGIAASRLTERFYRPAIVLSFDPETGLAKGSARSIDGFHMFNELSKCRDILPHFGGHPMAAGMTLSL 425
NTDB id 354 BSU 27620 NP 390640.1 L.DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLKA 424
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NTDB id 42488 BCOA RS31040 WP 014097891.1 SDVEELRRRLNEQAA.ALPDEMFVPVTNISAEISIEEAGMEAIREMALLSPFGTANPKPLLLLDGAECPQIRAIGADGKHLKLTL 509
NTDB id 354 BSU 27620 NP 390640.1 EDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTI 509
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NTDB id 42488 BCOA RS31040 WP 014097891.1 SKNGTTLDGIGFGLGHLAPHISPSACISVVGELSINEWNNIRKPQMMVKDIKITNWQLFDFRGNRPLKQWARYVPEEDQAFVVFQ 594
NTDB id 354 BSU 27620 NP 390640.1 RNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFK 594
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MAARLLEGGKASPAER IYAF IYFLYHNAHEGDNHFFLSMTFPATRDEHFKWFYYA
NTDB id 42488 BCOA RS31040 WP 014097891.1 KETLRNLPLPDFSVRLVSVATMEEARAFDPSNKNIVFLDLPKGPRMMAALLEGGSPARIYAYFYHAGNHFFSMFPTREHFKWFYA 679
NTDB id 354 BSU 27620 NP 390640.1 EDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYA 679
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NTDB id 42488 BCOA RS31040 WP 014097891.1 FLAKRKTFNLKQHGDELAAYRGWSRNTIDFISQVFFELDFVTIKDGFISLKAAKQKRDLKESLTYQKKLAQYQMEKDLLYSSFQE 764
NTDB id 354 BSU 27620 NP 390640.1 FLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEE 764
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NTDB id 42488 BCOA RS31040 WP 014097891.1 LKMWFDQMIKPAVQYEEETAKWI 787
NTDB id 354 BSU 27620 NP 390640.1 LKEWLNKLMKQDSEAYESTRRT. 786
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