logo

NTDB id 42416 CPZ03 RS10155 WP 000190853.1
NTDB id 1450 BW25113 RS06185 WP 000190854.1
consensus

logo

NTDB id 42416 CPZ03 RS10155 WP 000190853.1
NTDB id 1450 BW25113 RS06185 WP 000190854.1
consensus

logo

NTDB id 42416 CPZ03 RS10155 WP 000190853.1
NTDB id 1450 BW25113 RS06185 WP 000190854.1
consensus

logo

NTDB id 42416 CPZ03 RS10155 WP 000190853.1
NTDB id 1450 BW25113 RS06185 WP 000190854.1
consensus

logo

NTDB id 42416 CPZ03 RS10155 WP 000190853.1
NTDB id 1450 BW25113 RS06185 WP 000190854.1
consensus

logo

NTDB id 42416 CPZ03 RS10155 WP 000190853.1
NTDB id 1450 BW25113 RS06185 WP 000190854.1
consensus

logo

NTDB id 42416 CPZ03 RS10155 WP 000190853.1
NTDB id 1450 BW25113 RS06185 WP 000190854.1
consensus

) O O A1

MATIDSMNKDTTRLSDGPDWTFDLLDVYLAEIDRVAKLYRLDTYPHQIEVITSEQMMDAYSSVGMPINYPHWSFGKKFIE

MATIDSMNKDTTRLSDGPDWTFDLLDVYLAEIDRVAKLYRLDTYPHQIEVITSEQMMDAYSSVGMPINYPHWSFGKKFIE
N

T RLLAEIVNOE AT EETVT LY e YAOFRRMNLRS TR VNLI M

TERLYKHGQQGLAYEIVINSNPCIAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRSWTDASSIVDYLIFARKYITEC

TERLYKHGQQGLAYEIVINSNPCIAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRSWTDASSIVDYLIFARKYITEC
PELL e rrrrrrrrrrrnt

) IERLLS 7L R CHLRERRASe R LT AR AR

EERYGVDEVERLLDSCHALMNYGVDRYKRPQKISLQEEKARQKSREEYLQSQVNMLWRTLPKREEEKTVAEARRYPSEPQ

EERYGVDEVERLLDSCHALMNYGVDRYKRPQKISLQEEKARQKSREEYLQSQVNMLWRTLPKREEEKTVAEARRYPSEPQ
PELL e rrrrrrrrrrrrrrrrnt

ALIF LS O VAP CRT AEC TR LYERTER: LEFATINE

|
ENLLYFMEKNAPLLESWQREILRIVRKVSQYFYPQKQTQVMNEGWATFWHYTILNHLYDEGKVTERFMLEFLHSHTNVVF

\
ENLLYFMEKNAPLLESWQREILRIVRKVSQYFYPQKQTQVMNEGWATFWHYTILNHLYDEGKVTERFMLEFLHSHTNVVF
Prrrrrrrrr et rrr e rrrr et rrrnnd

Y PR MR 6 TR IS0 1ok RAESFISEL ) R

QPPYNSPWYSGINPYALGFAMFQDIKRICQSPTEEDKYWFPDIAGSDWL TLHFAMRDFKDESFISQFLSPKVMRDFRFF
QPPYNSPWYSGINPYALGFAMFQDIKRICQSPTEEDKYWFPDIAGSDWL TLHFAMRDFKDESFISQFLSPKVMRDFRFF

M A R RLOSLOLE G NIRRT it R

TVLDDDRHNYLEISATHNEEGYREIRNRLSSQYNLSNLEPNIQIWNVDLRGDRSLTLRYIPHNRAPLDRGRKEVLKHVHR

TVLDDDRHNYLEISATIHNEEGYREIRNRLSSQYNLSNLEPNIQIWNVDLRGDRSLTLRYIPHNRAPLDRGRKEVLKHVHR]
N

A LA

LWGFDVMLEQQNEDGS ELLERCPPRMGNL 510
LWGFDVMLEQQNEDGS ELLERCPPRMGNL 510

80

160
160

240
240

320
320

400
400

480
480



(>4 S

non conserved
similar
>50% conserved



