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NTDB id 1018 ACIAD RS01685 WP 004920473.1 LGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 42375 NH8B RS17080 WP 014088351.1 EGMVDLRRAGLLKVKQGITSLAEIEAATNE 569
NTDB id 1110 NGFG RS09235 WP 003689817.1 EGMVDLRRAGILKIMQGITSLEEVTANTND 558
consensus !* *** *!* !***!*!** !***** *



X non conserved

X similar

X ≥ 50% conserved


