
logo MKQSLQLKRLVSQHQLATLTPQLQQS IRLLQLSTI
V
D
ELQQTEVEQRAFLQTDENPLLEREGDNEPWLVADDTSAPRAI EGATDTGSEVANAELQSSSATPLPETERQSEPPPA

NTDB id 42372 NH8B RS16165 WP 014088221.1 MKQSLQLKVSQQLTLTPQLQQSIRLLQLSTVDLQTEVERFLQDNPLLERGDEPVADSAPAETTGSEAE.......P..ERQEP.. 74
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !!!!!!!**!!*! !!!!!!!!!!!!!!!!**!! !!! ! *!!!!!! !** !!* !! *******!** *!**

logo

ANGADHADTAEASYENGSD
E
F
R
D
E
D
S
D
N
S
Y
G
S
G
TELRSTDWGSLSDGDSFARKRPRGQESDEGDDRYADPMAQLNRVEPAREPPVTLQREFHLLMAEQLAGEP I

L
A
KLPSEPRDCKAGI

LV I
Q
F
LL I E

NTDB id 42372 NH8B RS16165 WP 014088221.1 ..................EREDNSSGELTDWGSGS...RRGEDGDDYDPMANVPRPVTLREHLLAQLGEIALPERDCAIVQLLIE 138
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVIFLIE 170
consensus ******************* * ! *!! ***** ! !! !! * **! !!*!* !!*** !**!!***! !!!

logo

E
SLDDEDEGYLTGIDSLDQE I

L
A
LADSLPALELEGI

VEELDELAQAFAGLKRLMLQQSFDEPAQGI
VGARSALASECSLATLQLAQQRLDPDSSTPAGKAPLAHLATIVNREQHLETLLAGANR

NTDB id 42372 NH8B RS16165 WP 014088221.1 ELDEDGYLTIDLQELAASLPLELGIEEDELAFGLKLLQQFEPQGVGARSLSESLALQLAQLPDSTPGKALAHAIVREHLTLLGNR 223
NTDB id 1425 RS RS02020 WP 011000369.1 SLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD..SPAKPLALTIVNQHLELLAAR 253
consensus !!**!!!! ! !* ! !! !! *! !!! *!**!! !*! !*!!!! !*! !!! !****!*!*!!* !! !! !!* !

logo DYTRLKKRALLDSVDSDAGELKAQAHQESL IARRSLANPFRPAGHSAGFGRVADDEATDRFYI
V
I
VPDI

V
A
VVRKR I

T
A
K
A
G
G
RWMRAEQLNNPADAVMVPRLR I

VNDQMYAQI
MLRSESNSRGESGSG

NTDB id 42372 NH8B RS16165 WP 014088221.1 DYTRLKRLLDVSDAELKQAQSLIARLNPRPASGFGVDDTRYIIPDIAVRRIKGRWRAELNNAAVPRLRVNQMYAQMLSENRGSGG 308
NTDB id 1425 RS RS02020 WP 011000369.1 DYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGESG 338
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