
logo MNTKAPLNASDLSASHTPMMQQYWRLKNREQHPDQLMFYRMGDFYE I
LFYDEDAKKAAAKLLDITLTARGQSAGQTAIPMACGIPFYHASAEGYLAKRLV

NTDB id 42348 LAB08 RS05585 WP 096513143.1 MNKALSDLSSHTPMMQQYWRLKNQHPDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQAIPMCGIPYHAAEGYLAKLV 85
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGYLARLV 85
consensus ! !* !!! !!!!!!!!!!!! !!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!!*!!!*! !!!!!!*!!

logo KLGESVVICEQIGDPAATSKGPVERQVVR I ITPGTVSDEALLDERRDNL ILAAVLVGDERLFGLASVLDIATSGNRFSVLQE I
LKGWENTLLAE

NTDB id 42348 LAB08 RS05585 WP 096513143.1 KLGESVVICEQIGDPATSKGPVERQVVRIITPGTVSDEALLDERRDNLIAAVLGDERLFGLAVLDITSGNFSVLEIKGWENLLAE 170
NTDB id 1201 CAH03854.1 414..2993( ) KLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQELKGWETLLAE 170
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!! !!!! !! !!! !*!!!! !!!!

logo LERLVNSPAVELL IPDDWPKQDGLPALEKRRGVRRRAPWDFDERDSAFLKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH
NTDB id 42348 LAB08 RS05585 WP 096513143.1 LERVNPVELLIPDDWPKDLPAEKRRGVRRRAPWDFERDSALKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
NTDB id 1201 CAH03854.1 414..2993( ) LERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
consensus !!!* ! !!!!!!!!! !! !!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LRSLRHERLADDTVI
VLDGASRRNLELDTVNLASGGRDNTLQSVMVDRCQTAMGSRLLTRWLNRPLRDNLREKI LELARQDTS ITCLLDEAHYRFEKQ

NTDB id 42348 LAB08 RS05585 WP 096513143.1 LRSLRHERLDDTVVLDGASRRNLELDTNLAGGRDNTLQSVVDRCQTAMGSRLLTRWLNRPLRDLKILLARQTSITCLLDAYRFEK 340
NTDB id 1201 CAH03854.1 414..2993( ) LRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQ 340
consensus !!!!!!!!! !!!*!!!!!!!!!!!! !! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! !! !!! !!!!!!**!!!!

logo LQPQLKDE IGDI
LER I LAR IGLRNARPRDLARLRDALAGALPEQLQAVAGMQTDELEVAPHLLQEQLATSTI

TSTYPELAAELLAEKRAI IVDNPPAVIRDG
NTDB id 42348 LAB08 RS05585 WP 096513143.1 LQPQLKEIGDIERILARIGLRNARPRDLARLRDALGALPELQVAMTELEAPHLQQLATTTSTYPELAALLEKAIVDNPPAVIRDG 425
NTDB id 1201 CAH03854.1 414..2993( ) LQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDG 425
consensus !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!! !! *! *! !!!! !!!* !!!!!!! !! *!!*!!!!!!!!!!

logo GVLKTGYDPSELDELQSLSENAGQFYL IMDLEATREKARTGLASHNLKVGYNR I
VHGYF I ELPSKQAESAPADYIRRQTLKGAERF ITPELK

NTDB id 42348 LAB08 RS05585 WP 096513143.1 GVLKTGYDSELDELQSLSENAGQFLIDLEAREKARTGLSHLKVGYNRIHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
NTDB id 1201 CAH03854.1 414..2993( ) GVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
consensus !!!!!!!!*!!!!!!!!!!!!!!*!*!!! !!!!!!!! *!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

A
EFEDKALSAKSRALAREKLMLYDEAELLEDML IAGHQLAPPLQDESTAASALAELDMVLSNLAERALNLDLNCRPRFVESEQPCMRI ESQGRHPVVEQVL

NTDB id 42348 LAB08 RS05585 WP 096513143.1 AFEDKALSAKSRALAREKMLYEALLEDLIAQLPPLQDTASALAELDVLSNLAERALNLDLNCPRFVSEPCMRISQGRHPVVEQVL 595
NTDB id 1201 CAH03854.1 414..2993( ) EFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVL 595
consensus !!!!!!!!!!!!!!!!!*!!* !!! !!**!*!!!**! !!!!!!*!!!!!!!!!!!!!!*!!!! !!!!! !!!!!!!!!!!



logo

E
TTPFVANDLGSLDDANTRMLVITGPNMGGKSTYMRQTAL IVLLAHQIGSFVPAAASCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSET

NTDB id 42348 LAB08 RS05585 WP 096513143.1 TTPFVANDLSLDDNTRMLVITGPNMGGKSTYMRQTALIVLLAHIGSFVPAASCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
NTDB id 1201 CAH03854.1 414..2993( ) ETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
consensus !!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANI LHNASTDERSLVLMDEVGRGTSTFDGLSLAWAAAEHRLAHKLRAFYTLFATHYFELTVLPEASEQPLVVANVHLNSATEHNER IVFLHHVL
NTDB id 42348 LAB08 RS05585 WP 096513143.1 ANILHNATERSLVLMDEVGRGTSTFDGLSLAWAAAERLAHLRAYTLFATHYFELTVLPEAQPLVANVHLNATEHNERIVFLHHVL 765
NTDB id 1201 CAH03854.1 414..2993( ) ANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVL 765
consensus !!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!*!!!!!!!!!!!!!!! !*!!!!!! !!!!!!!!!!!!!!!

logo PGPASQSYGLAVAQLAGVPGTEVIQVRARDEHLSRLEDTTASLPSHEAPKR I
P
A
T
K
PGKQPAAPPMQQSDMFASLPHPVLDEELAGKR I

L
D
N
L
PDDMVTPRQRALE

NTDB id 42348 LAB08 RS05585 WP 096513143.1 PGPASQSYGLAVAQLAGVPTEVIVRAREHLSRLEDTALPHEAPKPAKGKPAAPQQSDMFASLPHPVLDELAKLDLDDMTPRRALE 850
NTDB id 1201 CAH03854.1 414..2993( ) PGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPRITPGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQALE 850
consensus !!!!!!!!!!!!!!!!!!! !!! !!!*!!!!!! ! !*!!!!** *! !!*! !!!!!!!!!!!!!*!!*** *!!*!!! !!!

<0

logo

L
MLYSTLKTR IO

NTDB id 42348 LAB08 RS05585 WP 096513143.1 MLYTLKTRI. 859
NTDB id 1201 CAH03854.1 414..2993( ) LLYSLKTRI* 859
consensus *!!*!!!!!

X non conserved

X similar

X ≥ 50% conserved


