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NTDB id 423415 G4G71 RS27765 WP 169941871.1 MVAEGISL.TGQGLRVLRLYHLYRLTIGLVLVLLISSSLDDELLKLAHPELFHVGCWVYLILNILIAVLMPTPRQLLPLF 79
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! !! * !* !! !*!!!!!!!!!!!!!!!!!!!!! !*! *!!! !!!!!!!!*!*!!* !!!*!* *!**!!!!!*!

logo I LAALLTDI
VLLMLCSAGLFYATAGGGI

VPSGIGNSLLMVVAVAIANI LLRGR IGLLVIAAAIAAS ILGNL ILYLTFFYLSLSQSAPDTALTNHYVQAGGLG
NTDB id 423415 G4G71 RS27765 WP 169941871.1 ILAALDILLLSALFYTAGGIPSGIGNLMVVAVAIANILLRGRIGLLIAAIAAINLIYLTFYLSLSQATALNHYVQAGGLG 159
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !*!*!**!!! *!!*!!!!! !*!!!!!!!!!!!!!!!!!*!!! ! * !*!!!!*!!!! * ! !!!!!!!!!!
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VLLANQASALTGTLLGRGQDHDLVPQGAHSLAG

NTDB id 423415 G4G71 RS27765 WP 169941871.1 ALSFASALLIQALARRQQVVENIAEQRATTVANLEELNALILQRMRTGILVLGDRHRVLLANQSATTLLGGHDLPGHSLA 239
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !*!! !!*!!!! !!! ! *!! !! !!!!!!!!!!!!!!!!!!!!!!* !* *!!!!! ! !! *!**!*!!*
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VL IMFLEDI SQIAQQAQQLMKLAAGLGRLTAGIAHE
NTDB id 423415 G4G71 RS27765 WP 169941871.1 EYSPQLVSSLQQWQQNPALRPPSLQPTESGLTVQPSFIPLRRGNEQHILMFLEDISQIAQQAQQLKLAALGRLTAGIAHE 319
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus *!! !**** !! !! !!!!*! * * !*!!!!!!!*! ! *!!*!*!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!

logo I RNPLGAI SHAAQLLLQESEELDAKPDRRLTQI IQDQSKRRMNLVI ENVLQLSRRRQASEPQLQLDLKEYWLHQRFYAVDGEMYPREGGRLRENDG
NTDB id 423415 G4G71 RS27765 WP 169941871.1 IRNPLGAISHAAQLLLESEELDKPDRRLTQIIQDQSRRMNLVIENVLQLSRRRQSEPQLLDLKYWLHRYAGEMREGLREG 399
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!! !!!! !!*!* ! * !!
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NTDB id 423415 G4G71 RS27765 WP 169941871.1 QQIHVETGQGTVQTRMDPHQLTQVLTNLVQNGLRYSTQKNGTGQVWLRLYRDSETDLPVLEVLDDGPGISAEQRGKLFEP 479
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!* ! ! *!!!!!!!!! !!!*!!!!!!!!!! ! *! !!!!! ! !!*!*!!!!!!**!!!!!**!* !!!!

logo FFTTESKGTGLGLYI
LSRELCESNQAR I

LDYKRNTRDEEGGGSCFR ITFAHPRKLQS
NTDB id 423415 G4G71 RS27765 WP 169941871.1 FFTTESKGTGLGLYISRELCESNQARLDYKTRDEGGSCFRITFAHPRKQS 529
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!*!!* !*!!! !!!!!!!!!!! !
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X ≥ 50% conserved


