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NTDB id 423375 G3257 RS05695 WP 034784937.1 MFSFFKKKPIAPEAAPAEPLVL.....................................................PAAT. 26
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 423375 G3257 RS05695 WP 034784937.1 SDAGIDATEFLLTELKKRVKEDKLLDAAAVKAALKVLLIDLLSPLEKRFELGR.HKPLVMMISGVNGAGKTTTIGKLAKH 175
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 423375 G3257 RS05695 WP 034784937.1 KKIKRVIGKGMDGAPHETLLVIDGNTGQNALTQVKAFDDALQLSGLVITKLDGTAKGGVLAAIARVRPVPVYFIGIGEKI 335
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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