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NTDB id 423370 G3257 RS03640 WP 034778385.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQELEQLLTDNPLLERLDDPLDRSLRLLSDGALSSTAAP......AE 74
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!*!!*!! !!*!!!!!! **!! ! !* !! * ******* !
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SPPPQAPAPGNGQAEDVHPAADPTAEAESTYEFDNGDSAGDEFGDPASADAYDGGTEGDRSDWSELADDSFRAGKRAKPDQDSDEDDEDRASPRMPQLERAEAHEHCPTLQREFHLMEQLMARPVLTKVLES

NTDB id 423370 G3257 RS03640 WP 034778385.1 APPQPPGQEVPAAPAEAETFDGDAGEGPAAADGGDSDWSEASRGKAPDD...EDSRPQLEAHHCTLREHLMEQMRVTVLE 151
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGS..DFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLS 158
consensus !!*** ! *!!! ! *** * !!!! ** ! **** **!! ** ! !!*!!!!* * !
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NTDB id 423370 G3257 RS03640 WP 034778385.1 LRDRALVELIIDALDDNGYLEESLDDILARLPEELEIDVDEMRTALSLLQSFDPPGVGARNASECLALQIKRLPHIAMVT 231
NTDB id 1425 RS RS02020 WP 011000369.1 PRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP...A 235
consensus *!!**!! *!* !!! !!! !!!*!!! !! !!!***!!* !! *!!!!!!*!*!!! ! !!! !!* !!******
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NTDB id 423370 G3257 RS03640 WP 034778385.1 RRMALVIVEKHLAWFAQRDFNKLKKALDCDDEDLREAQTVIRQCNPHPGAVFASDVSDYVVPDVVVKRARNGWQVTLNND 311
NTDB id 1425 RS RS02020 WP 011000369.1 KPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPD 315
consensus ***!! !! !! ! !!* *!!!!! *!! *!* !* *!! * !*!!* !* !*!!!!!!!** !! !!*!
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NTDB id 423370 G3257 RS03640 WP 034778385.1 VMPRLRVNAMYANLLKQGKGEG...AMGAQLQEAKWLIKNMRQRFDTILRVAQAIVERQKNFFSHGAVAMRPLVLREIAD 388
NTDB id 1425 RS RS02020 WP 011000369.1 VMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIAD 395
consensus !!!!!!*! !!!**!* *!! *** * !!!!*!!!!!* !!!!!!!!! !!!!!!!! !!*!! *!!!!!!!!!!!!

logo TLGLHESTI SRVTTNQKYMALTPHMGMTFELKYFFGSHVASTEATGGAEASSTAIRAL IKVQLTVGAEDPKNPLSDSKR IADELMLGEQGFMV
NTDB id 423370 G3257 RS03640 WP 034778385.1 TLGLHESTISRVTTQKYMLTPHGMFELKYFFGSHVATEAGGEASSTAIRALIVQLTGAEDPKNPLSDSKIADMLGEQGMV 468
NTDB id 1425 RS RS02020 WP 011000369.1 TLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFV 475
consensus !!!!!!!!!!!!!!*!!! !!*! !!!!!!!!!!! !! !! !!!!!!!!!! !! !!!!!!!!!!!!*!!**!!!!! !
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NTDB id 423370 G3257 RS03640 WP 034778385.1 IARRTVAKYREALKIPPVSLRKCL 492
NTDB id 1425 RS RS02020 WP 011000369.1 VARRTVAKYREALKIPAVNLRKSL 499
consensus *!!!!!!!!!!!!!!!*! !!!*!
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