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NTDB id 423268 G4G27 RS18725 WP 183110035.1 .MAGSVNKVIIVGNLGRDPESKSFQNGGKVVNLRIATSDTWKDKNTGERKEATEWHSVAIFNEGLANVAERYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
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NTDB id 423268 G4G27 RS18725 WP 183110035.1 IEGALKTRKWQDAQGQDKYSTEIVLQGFNSVLTMLDGAPGGGGAGGGMGGGGGARDDFGGGNDFGGGAGGGSGGGYGS.. 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NV...PAQ....Q...GSWGQPQQPAK 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQA...PAQTNYNQ...GGYSDNYAQNN 147
consensus *!! !*!!!!!!**!!!*!*!!******* ***!!*** *!* *** ! * * *** * * !*** **

logo

N
Q
F
H
G
N
QGGPNAMRQSTGQRPSAQPAGQTQKSYGPSAGQPASQARYEGNEPSFPMPSMDNDLFDDDVIPF

NTDB id 423268 G4G27 RS18725 WP 183110035.1 ..GGGNRSG...GTSGGASRGSFSDDLDDDVPF 185
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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