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NTDB id 42326 RHOM RS08700 WP 014079928.1 MSNGNETAKGMGRRRGPMGGRGMTPGEKPKDLKGAIGKLASYIRHFKFAIVIVAVFAACSTVFSVIGPKILGKATTALSEGLMAK 85
NTDB id 370 SMU RS04260 WP 002263294.1 ...........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA.. 56
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NTDB id 42326 RHOM RS08700 WP 014079928.1 IRGTGGIDFTYIGKILLFVLGLYLLSALFSFVQGWIMTGVTQKICYQLRKEISEKINRMPMKYFESRTYGEVLSRITNDVDTLGQ 170
NTDB id 370 SMU RS04260 WP 002263294.1 ....GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQ 137
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NTDB id 42326 RHOM RS08700 WP 014079928.1 GLNQSITTIITSVATLIGVFIMMLSISPLMTLIALVILPVSAGLISFVVKKSQKYFKNQQEYLGHINGQVEEIYGGHLVIKAFNR 255
NTDB id 370 SMU RS04260 WP 002263294.1 SFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNA 222
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NTDB id 42326 RHOM RS08700 WP 014079928.1 EQDTIEEFDATNQKLYESAWKSQFLSGMMQPIMMFVGNLGYAAVALSGGLLAIRGTITIGDIQAFIQYVKSFTQPIQQIAQVINQ 340
NTDB id 370 SMU RS04260 WP 002263294.1 IQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQ 307
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NTDB id 42326 RHOM RS08700 WP 014079928.1 VQSMAAASERVFEFLNEEEEDQSVENPCDISKVTGAVSFEHVHFGYQPDQTIIHDFSVNVAPGQKIAIVGPTGAGKTTMVKLLMR 425
NTDB id 370 SMU RS04260 WP 002263294.1 LQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMR 392
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NTDB id 42326 RHOM RS08700 WP 014079928.1 FYDVNSGAICLDGHDVRSFNRRDLREAFGMVLQDTWLFQGTIMENIRYGRLDATDEEVIAAAKAAHADHFIRTLPGGYQMELNED 510
NTDB id 370 SMU RS04260 WP 002263294.1 FYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLD.D 476
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NTDB id 42326 RHOM RS08700 WP 014079928.1 ASNVSQGQKQLLTIARAILADNKILILDEATSSVDTRTEVAIQKAMDHLMKGRTSFVIAHRLSTIRDADMILVMKDGDIVEQGRH 595
NTDB id 370 SMU RS04260 WP 002263294.1 SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSH 561
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NTDB id 42326 RHOM RS08700 WP 014079928.1 EELLKKQGFYANLYNSQFEETVA 618
NTDB id 370 SMU RS04260 WP 002263294.1 DQLMAENGFYADLYNSQFTEEVA 584
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