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NTDB id 42301 LRC RS05460 WP 014073505.1 MVKRRKQNKSFATLIIAIGVVLLSWTAFG.KKIGLDEWLNSGGQSQTSRVQNDESTPERQLAESVLSDSIRQRLGQKIEWNGHGA 84
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKT.....RQTLIGLLVLLLLSTGSYYIKQMP..S.APNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGA 77
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKT.....RQTLIGLLVLLLLSTGSYYIKQMP..S.APNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGA 77
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKT.....RQTLIGLLVLLLLSTGSYYIKQMP..S.APNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGA 77
NTDB id 152 SP RS09870 WP 001036779.1 MNKKT.....RQTLIGLLVLLLLSTGSYYIKQMP..S.APNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGA 77
consensus !*!** **!!!******!!!******!*** * *********!********!***!!!!!!*!**********!!!!*!!
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NTDB id 42301 LRC RS05460 WP 014073505.1 FIINDNKTDLNANVSSAPYAVNRKE.....TGAMIGDAWLNKTTRQYKNRSETGQGRTDWRPQGFKQKLDLSGRYSHAYDRGHLL 164
NTDB id 262 KZH43 RS08770 WP 001036779.1 FIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLL 162
NTDB id 221 SPD RS09380 WP 001036779.1 FIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLL 162
NTDB id 187 SPR RS08930 WP 001036779.1 FIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLL 162
NTDB id 152 SP RS09870 WP 001036779.1 FIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLL 162
consensus !!*!*!!!*!*!*!!!*!!!*!********!******!*!*!*!!!!!!!*!!!*!*!*!*!*!**!***!*!*!*!!*!!!!!!
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NTDB id 42301 LRC RS05460 WP 014073505.1 AYALVGGLRGFDASESNPDNIATQTAWANEAQSANSTGQNYYEGLVRKALDQNERVRYRVTDLFE.EGNLVPSGAHIEAKSRSGS 248
NTDB id 262 KZH43 RS08770 WP 001036779.1 GYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGE 247
NTDB id 221 SPD RS09380 WP 001036779.1 GYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGE 247
NTDB id 187 SPR RS08930 WP 001036779.1 GYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGE 247
NTDB id 152 SP RS09870 WP 001036779.1 GYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGE 247
consensus *!!!*!!!*!!!!!*!!!*!!!*!!!!!!*!!***!!!!!!!!**!!!!!!!!*!!!!!!!********!!!!***!!!!!**!*
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NTDB id 42301 LRC RS05460 WP 014073505.1 LEFNVFVPNVQKGIEINYQTGDVSVK. 274
NTDB id 262 KZH43 RS08770 WP 001036779.1 LEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 LEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 LEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 LEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!!!!*!!!!!!!****!*!!*!*!**
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