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NTDB id 42299 LRC RS04630 WP 014073355.1 NRMMTNFAGALNNFLLAIVAFALVAVMQGGVITNTTTLGQVQHDSVAQKAGLKKGDTVVSINGEKVADFSEMAAKIDANP..... 249
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NTDB id 42299 LRC RS04630 WP 014073355.1 GKKLIFKVKRGKDQVLNISLKPKTVTEDGKKSGKIGVIAKQAVNRSPIAIAEYGFVQTWNVMKKIFAALGAMIHGFSLNDLGGPV 334
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NTDB id 42299 LRC RS04630 WP 014073355.1 AMYSYTSKAAQYGVVSVISLLAFLSVNLGIVNLLPIPALDGGKLLLNVIEAVRGKPIDPNKEVVLTLIGFAFMLILMFLVTWNDI 419
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NTDB id 42299 LRC RS04630 WP 014073355.1 QRYFFR 425
NTDB id 291 STER RS01205 WP 011680685.1 MRAFF. 420
NTDB id 323 STU RS10650 WP 011225396.1 MRAFF. 420
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