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NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT ASRQAING GAYIAF IDAEHALDPYY AMALGVN ELL SQPD GEQ 138
NTDB id 42298 LRC RS04290 WP 014073289.1 I EIYGPESSGKTT AIIQKIAGGEWAA TDAENALDPI\YARPNL.GVN DELL SQPD GEQ 139
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRYQKWNGGIWNA IDAENA DPIQYARWNL.GVN D LL SQPD GEQ 140
NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT AMYQKINGGINNAF IDAENJALDPINY AWNLGVN DELL SQPDGEQ 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANINQKINGGINNAFIDAEHALDPI\YARWALGVN DELL SQPD GEQ 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANFA\QKINGGIWNAF IDAEHALDPE\YARWALGVN DELL SQPD GEQ 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT AMQKINGGINAAF IDAEHALDPIA\YAINALL.GVN DELL SQPD GEQ 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGINNAFIDAEHALDPIA\YARWALGVN DELL SQPD GEQ 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AMFA\QKINGGINNAF IDAEHALDPE\€YARWALGVN DELL SQPD GEQ 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANFN\QKINGGINNAFIDAEHALDPI\YARWALGVN DELL SQPD GEQ 153
NTDB id 453 Spy49 1753¢c ACI62003.1 I EIYGPESSGKTT ANFA\QKINGGINNAF IDAEHALDPEA\YYARWALGVN DELL QPD GEQ 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT AMFAQKDGGINAAF IDAEHALDPIA\YAINAL.GVN DELL SQPD GEQ 153
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT ANFN\QKINGGINMAF IDAEHALDPY ARRNLGVNGSDELL SQPDIGEQ 152
NTDB id 1245 Cj16730 YP 002345041.1 I EIYGPESSGKTT AINGQKIAGGUISMAF IDAEHALDNAYY AIQYIL. G VN§YD L SQPDRIGEQ 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKNGGUASAF IDAEHALDAIY ARSHI.GV §§ NILL SQPD GEQ 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGNASAF IDAEHALDERsY ASHL.GV i LL SQPD GEQ 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDINGEQ 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDNGEQ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MM6AF DAEHAIIDPWIY ARBYL G V)Y SQPD GEQ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOAF DAEHAIRDPUIY AISYL GVIY SQPD GEQ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT MGAF DAEHAIIDPWIY ARBYL G V)Y SQPD GEQ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INWAFTDAEHALDUARY ADIML G V)Y SQPD GEQ 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEENEEEINIIC NN SQPD GEQ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQ 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT RANGAF DAEHALDPNBYA[ISL.GVN SQPD GEQ 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT IWGAFTIDAEHALDPNYARASLGV  DNILL 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INGAFIDAEHALDP[R]Y ARRSLGV DNLL 139
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NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 217
NTDB id 42298 LRC RS04290 WP 014073289.1 VVVDSVAALVP G MGD HVGLQAR K 218
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP G MGD HVGLQAR K 219
NTDB id 600 KW2 RS01765 WP 011675413.1 VV DSVAALVP G MGDSEVGLQAR K 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALVP GDIGDSHVGLQAR K 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDHGDSHVGLQAR K 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR K 232
NTDB id 159 SP RS09750 WP 001085462.1 GDIGDSHVGLQAR K 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP GDHGDSHVGLQAR K 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP GDEGDSHVGLQAR K 232
NTDB id 453 Spy49 1753c ACI62003.1 GDHGDSHVGLQAR K 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR K 232
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIRJGLQAR G 231
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALP GDMGDNHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALWP GDMGDMHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALP GDMGDNHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALWP GDMGDS  GLEIAR 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALYP GDMGDSH GLQAR 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1123 0OK783 RS03845 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVP MGD [WJGLQAR 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALP MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALP MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVP MGD HVGLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALP MGDSH GLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALMP MGDSH GLQAR 218

consensus



BEKEIM.YAQEI&KWKNKVAA el YCE 1St HLomhvm0l e A

e RO 2.

e

NTDB id 115 BSU 16940 NP 389576.2 IMBAEQLKQGN.D. KVVKNKVAPPF pNAIAY IMYGEGIS |B¥GE [ 292
NTDB id 42298 LRC RS04290 WP 014073289.1 VARENARAE()IKDGS . D. KVVKNKVAPPF pyAlAY IMYGEGIS pGEL [y 293
NTDB id 625 LCA RS02525 WP 011374196.1 R AETIKNGT.D. . KVVKNKVAPPF AR IMYG GIS WMGEL |y 294
NTDB id 600 KW2 RS01765 WP 011675413.1 IMGSTKIEEGS. KVVKNKVAPPF \AIRY IM GEGISEMNGEL I 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF |3AAY IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 IMIGNTQIKGTG. KVVKNKVAPPF [2AMAY IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF |2AMAY IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF |2ANAY IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPFE |2AlY IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF |3AlRY IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPFEF MAIAY IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF |2AlaY IMYGEGIS K 311
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF VI{EK[EFD QL SBMIG 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPEF [WA3 M GEG S DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH BIKVVKNKVAPPF |2A)M3 IM GEGIS DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH BKVVKNKVAPPFE [2Al3 IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF BJAINY IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGRBEI KVVKNKVAPPF Y83 IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF [NA]DY D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 TGS . .. .I.KKG KV KNKVAPPF [NA]DY D 294
NTDB id 1123 0OK783 RS03845 WP 003688695.1 IMBTGS....I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 RIGS. .. .I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMBTGA....I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D (KINGAWY SY[N] 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF D QIACEYRERNQ 293
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