
logo MKI F IHLPTWLGDATVMASPALYATIKEHFKDNAQF I LYGSFLVSTALFKEFPNSKI I I ENKLQSRYKQALSLRKELGKIDFLSFA
NTDB id 422863 G3T50 RS05765 WP 167842843.1 MKIFIHLPTWLGDAVMASPALYAIKEHFKNAQFILYGSLVSTALFKEFPNSKIIIENKQSRYKQALSLRKELGKIDFSFA 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus !!!!!!!!!!!!! !!!!!!!! !!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!

logo FRSAFSSKI I LHR I LKTKQRYFFDKNKHYKEEHQVLKYLYF I ENSLDS IKAHFSKDLKLPFKRLKFQNP I
L
I
VLKRNGKKI LGLNPGA

NTDB id 422863 G3T50 RS05765 WP 167842843.1 FRSAFSSKIILRILKTKQRYFFDKNKHKEEHQVLKYLYFIENSLDIKAHSKDLKLPFRLKFQNPIVLKNGKKILGLNPGA 160
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!! !!!!!!!*!!!!!!**!*!!!!!!!!!!!!

logo SFGSAKRWDASYFAKQVALNFSKQSTHDE I L I FGAGKAEQELCDNE I FYHQI LKEKQNI
VKVKNLCNKTTIKMTLCQNIAI FCDI

LF ITNDS
NTDB id 422863 G3T50 RS05765 WP 167842843.1 SFGSAKRWDASYFAQVALNFSKTHEILIFGAGKAEQELCDEIFHILKEKNVKVKNLCNKTTIKMLCQNIIFCDIFITNDS 240
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus !!!!!!!!!!!!!! !!!!!! *!*!!!!!!!!!!!!!! !!**!!!! !*!!!!!!!!!!!! !!!!! !!!*!!!!!!

logo GPMHLSAVYKVKTVAVI FGPTKFTQTSPWQNEQNAKRLWVHLDLACMPCMQKI
TCPLKHHKCMKDLKPEQKRVI EEQAKRNLLKNPSHL

NTDB id 422863 G3T50 RS05765 WP 167842843.1 GPMHLSAVYKVKTVVIFGPTKFTQTSPWQNQNARWVHLDLACMPCMQKICPLKHHKCMKDLKPQRVIEEARNLLKNPHL 319
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!* !!!!!!!!!!!!! !!!!!!!!!!!!!! *!!! !*!!!!!*!!

X non conserved

X similar

X ≥ 50% conserved


