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TLILLE D RISV LAY 6 ORI L

MIRLILINILGCHYLYALDCQKRLFDISINEKLSIQESLDELAKYCSFSIIVKDKIAKEKLEfLQNSVNIHQMSLDEIFN

MIRLILINIL CHYLYALDCQKRLFDISINEKLSIQESLDELAKYCSFSIIVKDKIAKEKLEMLQNSVNIHQMSLDEIFN
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DGR WL LR ELXATSTLSPAL ARV LT AR
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PLL L rrrrrrrrrnt
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